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1. R H R 2R B A R AR v B st 1 TG kR B 4k 2H 2 HoR
gL
i T H, FE AL R E AR 2 B H R B 5 5 [ 5 v g ddot ; I BH A B
Fh A 78 BT A BAFE (Nature Communications) AR FEMAN “GALA: a computational
framework for de novo chromosome—by—chromosomeassembly with long reads” HJHF
TR, FERAT T HBATFIREAFGALA (http://github. com/ganlab/gala), NFIMH=
AW S 30 g 7 3] it B PR T Bk 2 G AR A B BRI T — 2R BT I BUR B 4k o FEA AN B ) ik
PRI ZH Pl s AL 5 2 S ek, EL /KRB A 120 etk , MR ANZEH 230 etttk . IAH
[P Ge e R o B R AR v SEEL G R IR B o0 B0 AR B B DA, R
N7, ML I FH T JE DR ZH0 5 o % 24 iy 7 28 A ik DR AL VR 60 3 P i, L
AR HH R TR R “ ke, QORI B BIRAE . A SR DA A P
AR Z 4GOI G . s BAHER RIS, J6) T “SensE, FAER” MEREK
%o MHZ R MEAERL, BEK TS % 5 A S R RS EOR, B kst
LT =AM P HPacbio. Nanopore#fi#fs AR BZH e, 12 Bl T MR M n 225 B R 4
A% B3 LA -CHE I RAE R A, IFTFR T HIEGALA « BRRIH Z RS0t W 256
SRS FRA B AR G B g b, IR T RN ERS & L A Bdm 2 4 . SRR A St
WA 28 0] S 4 00 P At S G AR R 23 1, i I Eg A [R] ISt T LAHI-C. Bionano.
W SR B R 225 LD A 2045 B A B A8 70 25 o I GALAX M /e i 43 B9, SR e 43¢
(RSN, FRATTAT ASEIRA H 7R DR 4 i s 21 o R P o SR S 4L 26 o xS AR 28 P N 6
R4, AXH FINanoporeil J7 54, tHRESZIL 2 & G AR sk R 3, #t— D ik,
53 G (A PR B R S R B B B R s B o 2 B T v rmiddot ; BRI B
T I 0 58 AEMohamed  Awad i SO —1EF, AR H AR R 9 iZae Gl E
H o 1A AT S E D s emi ddot ; BSOS RIE L 4 ER BRI RS T
AR 51 SEOREAEAT e B 0, A ED A = 3 @ b R B g PO S5 T H 5 B
RIR: B mAOM R AR 2R
RATH#:2023-02-22

AR
http://news. njau. edu. cn/2023/0222/c18a122391/page. htm

2. WrRRIANERAHRFIERIL PSS 5HEYITEZF BEERFTHL
il

R AL EY Gt it DA =24 2 0 )7 AR AE T A%, IR 23 [B) 2514 2 5 2 e ) o
A fmiGsl . A B R R IR Z BRI (TFs) MU 25 B 7%, B4
HAEm G =4 L5 . IR AEIRALIT A (CNSs) S 5 5B TFsF R 28 s 5 1,
SRMICNSs 2 B S SmfE R R BAE MATE#E. IEH, FELRA R B SRS A0 7 TR
o1t B A eIET B BAEE R )R 7 s [ B A B 1 R 2 4 (B ST hiO ) (Journal
of Integrative Plant Biology, IF=9.1) fEZkkE T —kEi N “Conserved noncoding
sequences correlate with distant gene contacts in Arabidopsis and Brassica”
FIRIEFAR S o B AR ICNS s 5 B R 2 [R] i) et i A2 A, ONSs'& SETEEH B 2
WidE B4R TRs, BRI S ECEER IR 3 XI5 55— AN DR TR i X el o AR e 7 B
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s VR AR IR R P AR W [RI R IE o 1 B BRI FHHI-CERIRH A, SR S FIH R 1) 4
RIZH Gt i B AR R, 3 Das & I IHI -CEE £ 0, KB EE T AR H A
HHOPARTEAN R G e A b R DRB S e AR e R 2 [8) LA, O H R B PR K E 3 T X
W (57 ¥ b2 kb) AR —ANEERIR FEXIE (37 o FiF2 kb) o dE—DWF ORI,
AR Z ONSs I R R AR FE BAR 2 B 1y, IF HONSsitk %, 3 sk A1 456 s A
PR B MPR IO ZE . BEAl, YT B ACNSsHmFE B AERE R, 5 K 6] P [R) ki 35
BN . ZWF TR T ONSs S Hm AR I R BAE LA : ONSs'&E BG4 B B 3
Z 5 R I T, A FEES b 5 — NIRRT b K AR EAE, mA&H
PREAERL R P R IA RSN T PR IR ST 5 RS AP 2L R 2
HAEMEE R . FERNRE B g A A ST 5 ik & e SR — 1, L
W FC GO AR o AR B T K E S . B R E AR FEARH LSS
P B H LREDHMAB EE L ERYEREESS R JE O

https://onlinelibrary. wiley. com/doi/10. 1111/ jipb. 13465
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https://ivf. caas. cn/xwdt/zhxw/aa04e82b005749cd9d64ee62aa06d77e. htm

3. WRBRN K TR A BAZAEKTE S BE A FE 53T WL 5 T B4R ik
iz

s 70 BE AR FEAE /KRR R B G R ) B BN 3K 2 —, S W A R B A 2O A 2 R B
AT AR = B OB o 2 1T I 70 28 BH /KA 7 BE A7 2 5 25 (0 5 ) ) N AH 9% o HEAAII)
Y SR SR AR RS2 B S R R AR KT 1A AT R S AR S ) T R
& A EE R — PRI G o 8 BLIVE M T A 25 B U AR X B ) B R R B AR N E
VEN IR IE R AR OB SR SEEILIY, 3 AT EE ) A S A A DT A A S B SRR EE g AR
F o TP QAT IS B ) — B2 AR SO SR S TR, FRAER BN S
HRHE I8 A% KB TS S B L WL OK 257 5 B8R B0 S5 B A AE T 7K R 2 BE AR BEIIE 940
WS T — RYVE LML R, B0 T /KFE 7 BE A R BB AL TR M 2%, B FE R A 4k K
FFEPNAS (2014), The Plant Cell (2018), Molecular Plant (2019, 2022), New
Phytologist (2021), Plant Biotechnology Journal (2023) %2 AREF], it H, Fik
2T 2042 [ B B0 AZ 35 K] 2 i P 1 23 A B T LAZY 3 (LA3) 1B Ny /K g B2 7 8 8 41 B R e b &
B0 75 R, TS KR R IR B SN 2 5 R K RS 2R B OB oy BE AR L
SR — A B R RAS 7K FE 7 BE A FE IRk 123, Jd it AL ve B 1) 5 v 5e B 1 LA3
FER . R, 1a3RB MR BEMA S AR R E R, HEE D) R BT K 2
[ IS S A7 AE T BRI . I E NS B R e R AT G R I, 1a3 RAGIAER K
N LA UE K e Ak . LA3gm b — N fdsE i a1, o] DLild H A R iR s £ IX
(Tryptophan-rich region, TRR) NI ML SiEh e G, M2 SR A5
(P20 P L RFAIE o 3t — 2D A 9 R LA S =5 i A 4 e B 1) — AN EE ) I 4 2R A i
WA R TR FLA2EARE, FE5TERk & ORI O F0spPGMIE B ER 1 5 A iR T 2
IKFEE B3 B HRUER 1A R, a3k T a7k R S ) g SN e 2 7K R B T IR
M BEMRL . WAL R LA S LAE ] TRl — Mgt i e, HAL TRk BEMEE
KPR FLAL) B2 5K BE I RN 3 BEME . Flre, REla3flla2
FAFARP)E IR 28 B e R s AR, (HLEE ) I RS BB, S BE A A
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WK, 3 KT R A S RTS8 5 0 B RS 9L M e
BT KRR BE A R RO LV %, IR R P 2 B T Bk SN B
R, LALL LA2. LASBEDIRTRUE P REPEIRUEAT SR, 3T = ALK A9 A B F08 12
IR BB AR R B rh RAE F B P . ACF S04 DL “LAZYS interacts with

9

LAZY2 to regulate tiller angle by modulating shoot gravity perception in rice’
IR #A K #EPlant Biotechnology Journal b, sRHSEiSE & & BT OB ML 18 1 A2 2%
H A WLARMOR R B Ll 2R A0 R AR B 1 AR R B 2R S ) S [A] 2 —
VEZ, IR R A B2 2 e K CL BN 30 BB iz K EE . %
W R T E K 3RS o R B S R e 5 T I [ 5 SR TR
WZRAB TR NA “—FH—W” BH KR,

RIR: Ll AR AR K 5 AR A B 2 2B

RATA#:2023-02-17

£9'8:: 3}

http://life. sdau. edu. cn/2023/0217/c2448a213969/page. htm

> g Rk
1. Comparison of DUS testing and SNP fingerprinting for variety
identification in cucumber (DUSH M5 SNPF8 4L I AE 8\ i Fh 4 5E
H ) ELER)
f#j4: Variety identification plays an important role in protecting the intellectual property of
varieties, ensuring seed quality, and encouraging breeding innovation. Currently,
morphological evaluation in the field, such as distinctness, uniformity, and stability(DUS)
testing, and DNA fingerprinting in the laboratory using molecular markers are two dominant
methods used for variety identification. Few studies have compared the results of these
approaches, and the relationship between the two methods is obscure. In this study, 134
dominant cucumber varieties were evaluated using 50 DUS testing traits and genotyped by 40
single nucleotide polymorphisms(SNPs). The 40 SNPs were developed in our previous study
and are well suited for variety identification. In the DUS testing, significant positive or
negative correlations among 50 DUS traits were observed, and 20 core traits, including 15
fruit traits, were further selected to increase field inspection efficiency. This suggested that
fruit shape plays an important role in variety identification. The ratio of fruit length/diameter
was the most important trait, explaining 9.2% of the phenotypic variation. In the DNA
fingerprinting test, the 40 SNPs were highly polymorphic and could distinguish all of the 134
cucumber varieties, and 14 core SNPs were selected to improve the identification rate.
Interestingly, the population structure analysis of 134 cucumber varieties by phenotypic data
in the DUS test was in accordance with the genotypic data from the DNA fingerprinting,
indicating that all varieties could be divided into the same four subgroups: European
type,North China type, South China type, and hybrids of the North China and South China
types. Moreover, linear correlativity of distinguishment for each pair of varieties was
observed between the DUS test and the DNA fingerprinting. These results indicated that
these two methods have good application in future research, especially for the scaled-up
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analysis of hundreds of varieties.

SR¥E: Horticultural Plant Journal

KA A :2022-09-15

R

http://agri. ckcest. cn/filel/M00/03/54/Csgk0YhUdpiAQJWeAB1xMOOJW-1277. pdf

2. Genome-wide analysis of OVATE family proteins in cucumber
(Cucumis sativus L.) (3JK (Cucumis sativus L. ) AHOVATEZKJE
HHEKEERFR AT

%i4: OVATE family proteins COFPs) are plant-specific proteins with a conserved OVATE
domain that regulate plant growth and development.Although OFPs have been studied in
several species,their biological functions remain largely unknown in cucumber (Cucumis
sativus L.) .This study identified 19 Cs OFPs distributed on seven chromosomes in
cucumber.Most Cs OFP genes were expressed in reproductive organs,but with different
expression patterns.Ectopic expression of Cs OFP12-16¢ in Arabidopsis resulted in shorter
and blunt siliques.The overall results indicated that Cs OFP12-16¢ regulates silique
development in Arabidopsis and may have a similar function in cucumber.

S : Journal of Integrative Agriculture

RATH#:2022-04-14

ES&: 3 F

http://agri. ckcest. cn/filel/M00/10/26/Csgk0GP9weCADZULAA yNj3S9L4505. pdf
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1. —Fin L&A KEE S MRS8H 5%
B AR AT T —Fhn T ALK S8 RS B A 32, R K S ol B 0 A7
TER & A FE 5 A TS LISH - WIS B R AR, BdREFMNRELE
ha5ETJ7 3, IS5 G SDS-PAGEIL M 7)1 %50 T BodkAT S e Mk £, & Jafl A& 7SH 7
BB & LIS Fh5T: 143 0l 5 0 e 3R A5 B0 2R 81 e & TS L 43 R M B AN R 471 i 25 1S
MR ERZ A G, Wi kIR E, RAPISRINE Hm & 1SH s S A
R B LISH S MR R B UM R AT EFRAE . DhREYERTID TR,
HIX G i Z 50 T 1 SR RE T AN RN 7= a0 BLR SpPRE, AT K &0 AR 42
BEO o AL R R
PR a5
RATHH:2021-08-31
AR
http://agri. ckcest. cn/filel/M00/03/55/Csgk0YhYYdiAJal8AAeNOUtc—b4166. PDF

2. —FKREDLE HER 2 B Xa2 T 7 Fhnic R FE M A
WA AR DI SRR U, B R AL R R B Xa2T Y 53 45
ERICRI . AR BIHRGEAIISEQ 1D NO. 1-3FF %1731 4t S B0 Ak R4 11 i

EXHEN RERLVEWHRRS RS http: //agri. ckcest. cn/



http://agri.ckcest.cn/file1/M00/03/54/Csgk0YhUdpiAOJWeABlxMOOJW-I277.pdf
http://agri.ckcest.cn/file1/M00/10/26/Csgk0GP9weCADZULAA_yNj3S9L4505.pdf
http://agri.ckcest.cn/file1/M00/03/55/Csgk0YhYYdiAJal8AAeNOUtc-b4166.PDF

R Xa2 753 FAric LU AHESEQ 1D NO. 1-3FT/R 5| MIXa2 136 R S M 5 | AL & o %A%
TSI T R T K T S $2 BRI DNARE: i 38 ik 157 6L ¥ PCR RN PAGE 5% Fi5¢ R Sk 6 I B AT 58 o %o
Xa27 (3L 43, T /KRS A A P, BT SE R B ER . A SR . RN
R 2% B iy S LA, D /KRG 1 P Al B P ol 14D 75 328 FH Xe2 7 225 DRI 7 o o B R e 2 2
KA RS T @ A ik

R AF 5

RATHH:2020-11-13

T
http://agri. ckcest. cn/filel/M00/10/27/Csgk0GQBrGiAGD4WAAL jpDbzd04477. PDF
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