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1. AF 38R | PERKKESR L HAET BRI K E FtE+
R B B AL L]

i 1LH1TH, (H%R-HEY) NaturePlants) fEZRKE T E LW KFEE S
Bl AN R BT TT B sk A e L F A Y E JR 3t B8 7 [ 8h (BURE
At R R FOKAR R A AR 4 2L R 21 i RT ) (Genome-wide dissection of changes in
maize root system architecture during modern breeding) FIBFF IS, IHEH K
R TN “Maize root system architecture improvement for high—-density planting”
(URIEFE i o 1% R R T Bl EoR IR B A R IR, SR S 5, AR RS R
WBED, DLE R E A SR A R R AR TS BN AR, R 240 2
2 1) EOKAR A2 (R AN 37 52 DR T 0020 A L Th 8, v TR AL o R I s /e /KA
T O] R R A R A 4T AT R PR 5 T AR AR R M TR SE TR P SR ) Ak
(O R, AR RBE O RO I ARMEAE PR 58 RGBT o KIALICK, T
H ] 26 AF B AR R R MAGAE TR R A, MR, ANIRZERKERBIKNE, 5K
R 2R 3B ALHIF 0 AR X s I FH ) LS (AR RS, HL 280 = N RERL A5 1F T 1 IAR R AU 1
I T o JE T 1E AL 223248 B E YR R R FE R A R, o TR pL =
Tz b R, TR H ()R 28K B A AT 50 0T 1 4 %5 A 38 7= 7K AL v 8O FH iR s A
MR A, N T B AR R R A 5 R s AR T, BT TR I BA RS T 5
ToHEEGITRR R mid &R AN E &, KRR & 178 B R &4 T e KRR R
RUIRCE . RN RAA S 643 3EE . 1144 CIMMYTAI20043 i [ [ 58 £ 1 B K S BERE
P, JE I AR 0 RS, 32 HOR e AL L. SRR R IAR R AR, R E
PURT KB RIS TR AR (B , SBEMIR RMBH B RS AR R E
FhEFE Hr AR BT A BFFCIERRNT T R B R AEARIAR R AH G R R BARRAE, R
T 24. 3% EL IR R IERITE FOKRYIML A Rt b 32 31 T3k (2D o MR AN B4
SR ZH SR T RN 2 TAR R EL AL IS RIA b, R RIS 1A T KR R M B e S 1A
FEF P R K B 7 A B A e FE R (ZmRSAS. 1RIZmRSAS. 2) HIThRE. [FIHF &
XN IE R X B A RS AR S, 7R R IR E K & R AR TP 18 228 BN, FRAEARA8
FlKSP L ERE 1 AR ORI 2 s e R TR (3D o BE, AW, Yk
2R AWE B SAIEE R B, ZnRSA3. IRIZnRSAS. 2@t 54 K KR K 1 HAE, &
AR FABEH TR RERKMAESEE (B4 . 2Bk, 2o s REdil 2%
AR AL £ DR, REUER T E BT K B bl R 3ERE R R B R AR AE, I
ELTE FH R 46 1F R 25 58 B AR R AT B IR, A SR TR R o B4R v oK
B 5KAER AR R 7 EE AR R o AR K S R S IR A B T R R 2L
By RIATEIRAREIR EUZ Nz SR SL REIE S, L RN, o
W R A B K. R TR, IR, XERI. 2R, sk, 245
Sy AT HERE . BRI T AR BRI R S R S PR B sk AR B R K [ A
P e oMl R ZE AR 0 A 0 R 5K R S e = R 1L st == e i e e . A ROk
VIR R R A 2 5 0 7 B A P OBRITE R 202 S 5 0 TR, 0T DI 84E, H
1) oty 4 545 [ 22 J SRR 1R (2021YFF1000500, 2021YFD1200700412016YFDO100700)
E R HRREFE 4 (31972485, 31971948) | HEEGE H AR S5 4 G5 0F 78 [ A3 H
(321CXTD443) « Erd B RHE TR =W B NVE RS U H (320LHO11)  HFE 4
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2. " EARBA BB IACTF TR 5 I TR A A 2 FE0T 5L A A

BRIIF R

B T H, BB R SAL TR T TR N LR 2 R A ) 22 W S o v U
5Bt . SR S RN SNSRI ST IS BB, RS 2 hE
MV ACFEE R FLAE 2R 24 ORAg i AN H b S ATk R 28 B R B A T HR SCPE RIS R
W . VUK 8 S ) R R A E PR BB T (International Journal of Biological
Macromolecules) (IF=8.025). {Frontiers inNutrition) (IF=6.590). {Molecular
Nutrition & Food Research) (IF=6.575) L.  EFXJ@ifeseLbif]es T 2= e
M TANE )8, IR m RO G SRS & 71, Bt & 12, FHERFEH
AN R B A S 2 R I BRI AN BT TS 1, R I KA S & K s e 2
BEELA U R R I B AR, IR At RN 2 S SR ) i R A
HE T EIRAKHE . MO LSS IR T20224F8 H &K 3R AE (Frontiers in Nutrition) b, &
AR R E I R H o Bt 5 AR i K e, AR B O R IR B BRI A 5 . S
BE$E: https://doi. org/10. 3389/fnut. 2022. 982695 & I 35 165 2 ¥ 7L R Jp H T 7E
M (International Journal of Biological Macromolecules IF: 8.025) @it WIE
FKIEHRAHE . DEAE-Sepharose Fast Flowifb SR AR TF-B, IS = AN SER 2 hEA
gy. WL BNYISLES, KINEALSE 2 HE VT W PR T ANE RS (T2DMD oK BRI 2 IR I
JREER . BHERE . i =R AR B R B e, 5O A AN 52 AR B F KL,
FRAPUAMER IS, R 7R R AR DIk W IRRAE T AR 2+
ZH RN BB B IR Th 3. AH B 90 R F-20224E8 H #E ( International Journal of
Biological Macromolecules) &3, W3 —1EH FR G N L84 il & 7k Bt 72
A, @3 W fE FH OO R 7O OB OE OB R R . B O OB OB
https://linkinghub. elsevier. com/retrieve/pii/S0141-8130(22)01305-8 &} X Fg J
ZPEGR O AU g LB Z 0@, @ T Wik A KER IR Wi % L2, RGN 79
TR AR AN R SCR . W FE R, SRS A, I S KA B R I
ZHERANER . . TR 58, aiEs. FIREE . Mt
FERT20224-10H KR A (Molecular Nutrition & Food Research) b, B3 E—
VEE R Ja N A8 2H A - 33 7K BRI 70 28, 18 TR 3 A -1k B BT 5 02 A sk A1 R
B . JRSCHERE: https://onlinelibrary. wiley. com/doi/10. 1002/mnfr. 202200160
RGP AN [R) ) £ D7 VR AN [F] Bl e S 2 08 AL R R BEAR MR R A 20 (Frontiers in
Nutrition IF: 6.590) LI FAKEMEE AL, &S Z2MNEEART
AN R, HSPBaE 2, WEAFH G251 H R,
R 2% T 10 2 BEERAL P B R B K. G S KE R A AR . PR R & =
e FEOMURGFE R 32 B ph i A B AL R )RR R, R RS B AR E) 1 A 2 O S el A AN
HEREE Y. AHRBTFEE R T2022F9 H K ERAE (Frontiers in Nutrition) F, i3
B —AEE R a2 B A 70 53 R 1 BHot BhER Sk R, 8 HAE S A I B
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RS A MBI EWF 5 B . JR CBERE: https://doi. org/10. 3389/fnut. 2022. 998942
PLEIF 7818 SC 4 DA AR [ AL R 2 Bt 5 S AR - T BT R 28— S A A8 THERLAT o iFF 015
B 7 E K AR (32102043) FH R Je 2 A a6 PERHIFBE B 5 AR K 5% 2% % 1T (No.
IVF-BRF2021022 FINo. Y2022XK30) [r)#% BhAI .
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3. NAER | FERKEFZRE. EILITEE F A L5158 .40
FEIE RIS A B B HLH]

fEifr: 10H28H, FELKN KRS EHBFZ . FILIAERABE (O FHY) Molecular
Plant) FAEZRR I TRy (IR 75 AR 3 A2 40 A 5 3 A= 40 B 1) 23 A BI0E S A= 4 1)
At » ( Differentiation trajectories and biofunctions of symbiotic and
un-symbiotic fate cells in root nodules of Medicago truncatula) HIHFF L.
ZIA AT 1 73 B AR B A R R AR A SG, HTE 1 DABOE B & A ARR I AN & Y AR R S 4
ff % s B, $a7R T A AN e AR A [ e A A AR S, DAL AR
Ji ST A 3L A A R I ) oA R R AE ) S D RE, B T AR B UL R A
KR 9B Z I, = [ 2040 R 2 2t e e A R A Bt (A ) A 4G T R 2K
BN I P AU 18170 A0 A 1 ] 5040 i 5 1 1) o A P ] 800 AR M P R 8 % e 1) F 7
[z —, Horr, SRHEY SRR A B kAR AU B Tk e KB . AR
e SRHEY SRR IR R R, X ARG E T RAEER RN, R, (5
B S R e AR (K. B RKREE) FIAE RN (WnEfE . i
S5, KA E AR S IUOERIR, B R T 73 A 423, 73 [R] b Jze o 3
W3 AT 53 AN F) XA, A SR R B N A2 ks SR, AN BUARYRE H B0 R G R 4n K
RAGyHr, AR 2RI 2 8] A8 AT SR i ANE 2 o BF T N R el 1 HRE R A2 o
IRBARAAEAL SZIe 7 %, R E 7 14 dpi ARRDNEEAS, JRI4E 3R 154854 180004
R IR 2 6 FH T I 428 R 2 S AL e R e A o e B DB, R 3RAT 9756 R 4 i
22228 ML A ) FRIBHAE . LRI E &N, RURAI N I3 R, A2
KTt o AE 40 (NALAINAZ) , fRYLHTAHAR (PD , fRY4EM (IF) , 22K[E A (NF1
FINF2) , HURHEEA (NP) , 22RAER I (UICIAIUIC2) , 4EE A4 (VA ,
2RARHNINREA AL (CUNIAIUNZ) , BLAGR & KA (MTX) .« 3l 5B ROk &
MO EIFEAR (LOD A FHIRCEEE AT (Bulk RNA-seq) BEATLLEL, JRAHES A4l
i RS S R IA HRRIE FE R M EEpromoter : GUSTR 15 RGLHEATIGAIE , 45 182 B 4 A= 40
JRINATHINAZ 3= BT T ARIRE T o o3 A6 X, FEAE SRR 20 i v 4 B iy 40 L P TR, GL 2 i TF 3= 22
PLFARGEIX, NP1 B Hp E] X AN E X, NF2 R BT AU R A 20 a2 20 v il
B A JRINP 3= A7 M98 v o XA J G HG 2 Tt (X3, ARAR G2 iU CIANU 1 C2 32 B iR A
R rp e X LA AR MU SRR 2 [R], AEERE SCH I VA = 2247 T A1 i 2 AR AR R vh g X
T8 I FOUE P23 B B, H A S 2R 24 e R = A SR A8 i 53 ) DAV 2 Ty A A L T
ANFE BRI 04k o X SRR BT & USROS EEIE R TR G L I8 i AR SR TR R 1)
FRARREAXBEAT 7307, AR 40 v B2 57 o, S [R) 400 M SR T RE 7R AE A AN R ) A= 2
Ao JUHR R B G HUELE, BFM Y 2 T e B R A ENF2 & %, T
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FIA R R BB LR AW A, RABNE N 32 2R ARR S A Ui C2H & s
R, R S 2 10 7 AR AR Ab A P2 2 A (R B S — R o 1t 9 s i B 4 i e s 4
FrdE7s 1A E BUNR IR I 40 i S B 1k, 0 a6 s A 58 2 1 S ik R 4H R 2 A 0
NGDC (BioProject: PRJCA012129) , FfiHid M (www. medicagowang. com/scrna/) #f
M RATAAL, NN SRME LA B A AL SR T R BRI . R E R
MV R 2 A ) 2 e Al A 4 R [ 5K . S B 35 U RN S VL N 280 9 it 9 1 3 ()
WBIWERE, mHoaE L. SUE ST LA AR T R N IE A S — 1, LA TR
&, K%, XL, WRE LSS TR TIE. 0 5Ae 2 E & E SR il
K HARBHA ISR ). ESERE: https://doi. org/10. 1016/ j. molp. 2022. 10. 019
R HE A MK

RATHR:2022-11-02

E9'8:: 3}

http://news. cau. edu. cn/art/2022/11/2/art 8769 888051. html
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1. Electrophysiological, Morphologic, and Transcriptomic Profiling
of the Ogura-CMS, DGMS and Maintainer Broccoli Lines (X}0gura
— CMS. DgmsFMaintainerfEMFSAR RIEAT AT, HAFMEFRAH
E41HT)

fj4: To better serve breeding of broccoli, the electrophysiological, morphological and
transcriptomic profiling of the isogenic Ogura-CMS, DGMS and their maintainer fertile lines,
were carried out by scanning electron microscopy, investigation of agronomic traits and
RNA-sequencing analysis. The agronomic traits of plant height, length of the largest leaf,
plant spread angle, single head weight, head width and stem diameter showed stronger
performance in Ogura-CMS broccoli than in DGMS line or maintainer fertile line. However,
the Ogura-CMS broccoli was poorer in the seed yield and seed germination than in the
DGMS line and maintainer fertile line. Additionally, the DGMS broccoli had longer
maturation and flowering periods than the Ogura-CMS and maintainer fertile lines. There
were obvious differences in the honey gland, happening in the male sterility and fertile lines
of broccoli. Additionally, the mechanism regulating Ogura-CMS and DGMS in broccoli was
investigated using florets transcriptome analyses of the Ogura-CMS, DGMS and maintainer
fertile lines. As a result, a total of 2670 differentially expressed genes (DEGSs) were detected,
including 1054 up- and 1616 downregulated genes in the Ogura-CMS and DGMS lines
compared to the maintainer fertile line. A number of functionally known genes involved in
plant hormones (auxin, salicylic acid and brassinosteroid), five Mitochondrial Oxidative
Phosphorylation (OXPHOS) genes of atp8, LOC106319879, LOC106324734,
LOC106314622 and LOC106298585, and three upregulated genes (Lhcbl, Lhcb3 and Lhcbb5)
associated with the photosynthesis-antenna protein pathway, were obviously detected to be
highly associated with reproductive development including flowering time, maturity and
reproductive period in the Ogura-CMS and DGMS broccoli comparing to their maintainer
fertile line. Our research would provide a comprehensive foundation for understanding the

EEHEN RERLEWHRRS RS http: //agri. ckcest. cn/



http://news.cau.edu.cn/art/2022/11/2/art_8769_888051.html

differences of electrophysiological, morphological and transcriptomic profiles in the
Ogura-CMS, DGMS and maintainer broccoli, and as well as being beneficial to exploring the
mechanism of male sterility in Brassica crops.

KIE: Plants
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http://agri. ckcest. cn/filel/M00/10/16/Csgk0G0JnBgAMFINAC90ivyQ9IR jI385. pdf

2. ABTB-TAZ protein is required for gene activation by Cauliflower
mosaic virus 35S multimerized enhancers. (FEfFSE1E R EE355% T
AR T RE—/BIB - TAZE AREIEER)

f%i4T: The Arabidopsis (Arabidopsis thaliana) BTB-TAZ DOMAIN PROTEIN 2 (BT2)
contains an N-terminal BTB domain, a central TAZ zinc-finger protein-protein interaction
domain, and a C-terminal calmodulin-binding domain. We previously demonstrated that BT?2
regulates telomerase activity and mediates multiple responses to nutrients, hormones, and
abiotic stresses in Arabidopsis. Here, we describe the essential role of BT2 in activation of
genes by multimerized Cauliflower mosaic virus 35S (35S) enhancers. Loss of BT2 function
in several well-characterized 35S enhancer activation-tagged lines resulted in suppression of
the activation phenotypes. Suppression of the phenotypes was associated with decreased
transcript abundance of the tagged genes. Nuclear run-on assays, mRNA decay studies, and
bisulfite sequencing revealed that BT2 is required to maintain the transcriptionally active
state of the multimerized 35S enhancers, and lack of BT2 leads to hypermethylation of the
35S enhancers. The TAZ domain and the Ca++/calmodulin-binding domain of BT2 are
critical for its function and 35S enhancer activity. We further demonstrate that BT2 requires
CULLIN3 and two bromodomain-containing Global Transcription factor group E proteins
(GTE9 and GTE11), to regulate 35S enhancer activity. We propose that the BT2-CULLIN3
ubiquitin ligase, through interactions with GTE9 and GTE11, regulates 35S enhancer activity
in Arabidopsis.

S Plant Physiology

RATH#:2022-01-01
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http://agri. ckcest. cn/filel/M00/03/44/Csgk0YfgT5KActgbABNzrv—ccfY470. pdf
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2. —FhRKFFITAEIN IR AsSVP ) 7 [ K H.Th RE AR T

R AR JE TR HE N CARROR A,  BARP e —Fh G5 FF L 2 AsSVP IR 7e
W S HL I REARAT, BT RACER RBEITAsSVPIER () v,  FEXTiZIE N3t T AEY(E B 225
M1 DA S Z B R E AN ] 28 B FHRT-PCRAIRT-qPCRIT 43 AT, I FH BT SR A5 114 25 IR M) 2 5t R ik %6
A HEAT U5 30N B T B AL S A RIS HLEE R Th R o svp R AR B R~ MR A FAE I [RIRE 5
Vi B AsSVPEE R AT JHI TFAE I Thft . B TAsSVPEA FHIFFAERITIRE, J& 8esesh vl Ll
o K EERNAL TP AR B Cas OBUA L BRI e R, (R KGRITAE, B EHmfh, £
I o1 e S RTAT I EZA) S [
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