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1. PHXAIFHE:. B —IMRHEHS. FHIERKMEKREE
KT IENT T EAER DL
i I H, S EUKFE TS AL B 1 I BAFE KRR LR B SRR i 5 52 e i T
VAP 7T S B i 8, 7EPlant Communications FAEZ R RN “OPAQUES,
encoding a transmembrane bZIP transcription factor, regulates endosperm storage
protein and starch biosynthesis in rice” WIHFF &, lkid 7 /KFZOPAQUE3 (03)
Gt — A~ B PSS M b Z TP S PR 7~ (OsbZIP60) , B[] By i 44 s 7 ft ek 2 1 A
MG, Z5%FR FRALABM (BR) BE, RIEKBRANEEKE, N
T A i AL o R AR AL T BB AR o % SO I T — N R A 5 e S U R
FAFEN R opaqued  (03) , BN EREIRIFE T, B P01 DFFRIHE Y],
M RAZR oK KL HES A AL, it Beky . BEffeh IS ERR MR EASE
RERMK, BEAST-KDFAREM R, TR EMBEK™ 2 EEFK. 5B
AT EE (35°C/28°C) M RIAEL (28°C/22°C) b, RIWA TR IAEE N o3 BihAT
WL EE R R T RAR RIS b, AR BT4E4E, Bk . RERER. RLER D EE
%, M AR /N, R o3RG A it Jox ey il B BHURR . i 2 WL 2 R B o3 IR FLER
Sk H, EREHATAEZE A 7 ORERE E AT, o3R LA H &8 0 38k A 5 A A
i, SECRERTER BRAEAE . FIFAMut-Map /775700 7032,  RI03%mEL— N5 15
LSS R IR IIbZIPEE S (R F (OsbZIP60) , O37ER & HIIFFRL A s 3RIA s 4 E A7 2w
O37EER S A% TP E E AL, AINDTTH 3 & ZEERIME, B2k Br HLps 45 f el =, 0301
FEE N T AL o 3B ST R I3 AT DL B A A VR L ek 2 R E B RO O A
[K|G1uA2. Proll4. Glbl. GBSSI. AGPL2. SBE1FNISA2fJH&FH102. GCNAZEmotififf#s
HRE, Z25MIAERE A SN IA . b, 0318 7T LB 45 & EREE i i TAZ O
77 AR R 0sBIPL. PDILI-1#/S ) FpUPRE-TT box%s, Z5EAFINLE 2. 1k
Ab, 0352 iRl a5 3 Rk, =il T 03K A2 B8 il™ 5 (FERE , 0sbZIP50.BIPs PDILs.
Calnexin. OsFeslC&&Ma N A JiT 4 i 1 AH SC I PRORTR B BRIk . ™ = ERMME 52
BEO3 H [R5 3 K 0sbZ IP5055 A A AT AR B YTk NI A%, LIS BIPs . PDILsSGEAH HE K]
[RZeik, B eI FERMME . ABFFEUEN] 7 OTE/KEMIL K E , Rl mim e T
L) IEH K B TR E A% O IR H o VBB K S s A% 2 R B B b o sl Bl K A
e AR AL T E AR . AL, o3 RAEIR AL P R W PRI, BTN S
B R & AR B2 B % P K R SR At B B A i DR 2 U
RYR:  E K FERE T
RATHBI: 2022-10-25
E9'&: 33
http://agri. ckcest. cn/filel/M00/03/41/Csgk0Yew XiAS—93AAH mM1RJf8635. pdf

2. BRBRBTFA GBS BURE B KRB G T RO R
B

A o L RR S 5 7 A B 5 e KT ST LN e [ R TSR R T T L 2
ffF, SR TE 388 2 S5 T KR 0 S U 98 e ospus T, BRI L1 1L
0sPUS R ARG T 5t fh st L RO IR R &, LR RIRLVR S35 OsPUSIAERS S 4tk
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rRNABTAA B 4245 G HAE A 2R AR T RNA R AR FHE R« 7ERIR T, OsPUST I DhResk K i&
S SR AR rRNAF A% 7 5 R 28 A G A r RNA 8 2D, B 265 B0 SR AR A (R AZ AR A2 )6 LR
RS2 BT . 6 ARNRBEAH PRI, 0sPUSITE IR ALK K B AR
SRS FHE R RIE R 1A E NP ET DR, 40X -T 0 A 5 220 A B P v PR AR
ROSHI AR R, A FHURI T ospus 1 A H B ERA . 20 R85 RaE7s TR
PREAEIRAE KRG ZRAR RN AR AL WA ORI IR e B (1) S ERE Th e, EAEYI R 7 T B A
HER T,

RIF: FERERE

RATHR:2022-10-18

E-9'&:3F

http://agri. ckcest. cn/filel/M00/10/13/CsgkOGNaRbKAawsNAAGY3HaaAg0035. pdf

3. EXFARIRARIEBIKIARGONAUTE 1dIA#EKFRE T HERIHTLH
Ry TR A TR P A KB 21-F124-nt phasiRNA, FNZHHFpiRNAZKL S 5
HERC TR B, Rl i B2 R 18 14, (B4 Sphas iRNAM) & AL A2 D RE R 4540
Mz B EH, HEBEEREE S K E A E T E R XU L 4 EScience China
Life Sciences k3 T f ~NMobile ARGONAUTE 1d binds 22-nt miRNAs to generate
phasiRNAs important for low—temperature male fertility in ricefIFTFRIE, 8
7R T 0sAGOLd P LAMAEZG BELM I R 2 240Ky BEANNL, 83 £5522-nt miRNAS) FtphasiRNA
(4 i LA e Fr K REARIR B P A I 78 & Bl phas iRNA ) & bR 7% Z222-nt miR2118 Al
miR22755AGO%E (A T T Bk & A 1/ T PHAS HE SR A2 4 V) 1, i 5 7ERDR6 LA K DCLs I AN
TN, PPARBEE21-F124-nt phasiRNA (Johnson et al., 2009; Song et al., 2012a;
Song et al., 2012b, Teng et al., 2020). HBEAH5" CEHERK21-nt phasiRNAR] DA
BEHHENAGOE A FKIRIFIMELL 2 58807 24+ (Nonomura et al., 2007; Komiya et
al., 2014), Z 5 phasiRNA A= F1A 4% Dy BE 9 H B AGO & H ik R JHZ W 78 A B K A5
0sAGOLd3ZAICIRL 175 5 ik, 0sAGO1d R RASMRAEACI T S0ELJZ PR IR , S EUEIEAT .
I RNA G 2 JEUTVE S5 48, K IL0sAGOLd EEZ5A A5’ U #21-nt phasiRNABLJ
miR2118FImiR2275 5 R HR 51 o 3 i 4= 5= KT ZH /NRNAMI 7 &K FH0sAGO1d A& 1 3 T-4NPHAS
A riphasiRNAR =4 . A B2, RNAJR AL AR A2 45 3 /R 0sAGO 1 d 3= EEAE AL 24 BE A g
sk, AR IS B e b i 25 50 B 7R 0sAGOLd 2 [ 5 2 M AE ek BRI h AR 2R
FHJ0sAGO1d 2R [ )51 i] LLAAEZ B4 A% 2 B4E Ky BEAR I o D9 1 #R 7L 0sAGOLd R F& By %t
phasiRNAE R B ZAE A . B F0 N G085 73 B i T 0sAGO 1 d I phas iRNAZH 208 [ A
TEAR BEAH B A 20 A LU, #87 0sAGOL d 7E Ak 24 BE 4t i v 25 A miR2118 AT £t 55 21-nt
phasiRNAF 28, TR 3 240K B0 M 32 B 45 S miR22757 4 24-nt [f)phasiRNA. %6
FURENT T 0sAGO1d S Fphas iRNARIIZEARIR B YRR I HEAE R, T B8l R RF RS 40
W5 7 AFHK Ephas iRNARI I 45 7041, A6 245 K B R e 25 BE 510k BF4E i 2 18l {5 5
TR TR B A A

RIR: H ER =R

AR B #:2022-10-18

ED&:3 3

http://agri. ckcest. cn/filel/M00/03/41/Csgk0Yew—J2ATzZM8AANucI99yFQ742. pdf
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1. Application of the Nitrogen Nutrition Index to Estimate the Yield
of Indica Hybrid Rice Grown from Machine-Transplanted Bowl
Seedlings (R B Fr I8 BN IEBR IR STHIFE = BAG F KIS
%A: The purpose was to comprehensively compare the prediction accuracy of different
nitrogen nutrition indexes (NNILAI and NNIDM) derived from critical nitrogen
concentration (N-c) models established by the leaf area index (LAI) and dry matter (DM) in
estimating the grain yield of indica hybrid rice grown from machine-transplanted bowl
seedlings. Therefore, field experiments were conducted with two high-yielding indica hybrid
rice varieties and five nitrogen application rates in 2018 and 2019. The results show that
NNIDM peaked in the stem elongation stage, while NNILAI had its maximal value in the
mid-tillering stage during the growth stages. The NNILAI had the highest correlation with
the relative effective panicle number in the tillering stage when compared with the NNIDM,
and the threshold points of the NNI were 0.971 (active tillering stage) and 1.106
(mid-tillering stage). Moreover, the NNILAI had the highest correlation with the relative seed
setting rate in the stem elongation-panicle initiation stage compared with the NNIDM, and its
threshold points were 1.116 (stem elongation stage) and 1.053 (panicle initiation stage). In
contrast, the NNIDM had the highest correlation with the relative seed setting rate in the
heading stage compared with the NNLAI, and its threshold point was 1.050 (heading stage).
Therefore, the NNILALI in the tillering-panicle initiation stage and NNIDM in the heading
stage should be merged to effectively improve the nitrogen nutrition status and its evaluation
in addition to the prediction accuracy of the yield of indica hybrid rice grown from
machine-transplanted bowl seedlings. This study provides a theoretical basis for improved
understanding of the nitrogen status and yield prediction of indica hybrid rice grown from
machine-transplanted bowl seedlings.
Sk¥E: AGRONOMY-BASEL
RATH#:2022-03-20
E'&:E:
http://agri. ckcest. cn/filel/M00/03/41/Csgk0Yew7deAfw82AFsybwqHaPo789. pdf

2. IPA1 Negatively Regulates Early Rice Seedling Development by
Interfering with Starch Metabolism via the GA and WRKY
Pathways (IPALIE I GAFIWRKY & 2 TR AR S A R4 E K
)

féj4r: Ideal Plant Architecture 1 (IPA1) encodes SQUAMOSA PROMOTER BINDING
PROTEIN-LIKE 14 (SPL14) with a pleiotropic effect on regulating rice development and
biotic stress responses. To investigate the role of IPA1 in early seedling development, we
developed a pair of IPAl/ipal-NILs and found that seed germination and early seedling
growth were retarded in the ipal-NIL. Analysis of the soluble sugar content, activity of
amylase, and expression of the alpha-amylase genes revealed that the starch metabolism was
weakened in the ipal-NIL germinating seeds. Additionally, the content of bioactive
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gibberellin (GA) was significantly lower than that in the IPA1-NIL seeds at 48 h of
imbibition. Meanwhile, the expression of GA synthesis-related gene OsGA200x1 was
downregulated, whereas the expression of GA inactivation-related genes was upregulated in
ipal-NIL seeds. In addition, the expression of OsWRKY51 and OsWRKY71 was
significantly upregulated in ipal-NIL seeds. Using transient dual-luciferase and yeast
one-hybrid assays, IPAL was found to directly activate the expression of OsWRKY51 and
OsWRKY71, which would interfere with the binding affinity of GA-induced transcription
factor OSGAMYB to inhibit the expression of alpha-amylase genes. In summary, our results
suggest that IPALl negatively regulates seed germination and early seedling growth by
interfering with starch metabolism via the GA and WRKY pathways.

RIRE: INTERNATIONAL JOURNAL OF MOLECULAR SCIENCES

RATH R :2021-06-20
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