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1. BRSEAETT R~ BRI R AE 2 SR SE B E MR 8 A5 2l

faiv: r H, o ER B SRS LI 7T AR RE B 78 I PA fEMolecular Plant
(IF: 21.949) k@ NPepper variome reveals the history and key loci associated
with fruit domestication and diversificationf{ & 1EMFFT AR . ZWFFEXTKEH 12
A BRBOM R 347 3 BRASUM 53 B2 ST RE MNP, M T — S AR RIS RO () 4 L PR 20 A8 S
EIE, B 7 HYMEFANE MR KR, RN SE 7 HR e . FI8 . BiksE
BRI AL AL R H ARG BRARRAE o B FC R AR ORI INIR 1 FRATTRE R85 BT
PRI 2 FEAL I R INIR, BB A B3 AL 2 B3R M 7 JU503% . BRAGER IR T
B3I, fEA G2 A, JRE B A P Y R S SRR B A, B E
L PAME . BRARCRRES A R N F 5, HIEAS D9 1R B DI 12 #E 1 FEARRALE |
H R 28 A% R AN 2 AT XS 34T A8 A H 43R - b R AR T 52 IR
HBEAT I RIAR A0 H, M T A 18, 372, 022/NSNPsAI802, 875 TnDe l s AR 5
HEE . DLEEAR s R, e tB Ry, RSB ERIE, W — 8 A B R 5
RNTINFERH (LD, 75k 1 BFA/ARRRAH, REEARNREGME: 2)
HuorFEEA; 3) BRI EIREA: 4) F6) NITEMEA; 5 NEEH. RIEZF
B M FIEEE: 7 P E PG S BRTTIRRE A  8) i [E T E B S R 9
r ] 78 1 5 2 o e S5 v i A X B R A T AN [FI 4 1 AR e B AT 22 R
FEEL, MABEDRIZH KV 4R7R 1 BN ET A2 /A S Ah . b7 i 21 2828 22 e A i LA Rt s
A AP e RO AR (LD o BRI M BCGRE B R AL 2 7 T PRI R 561
FEH RN, S DY BB SR L BREESE N, TER 7 LA 7 bl = 1 5524
5 DY SRR S — B AR KRR K. FEE RN, T R PR, TR T B
SR AIEE3ZH . BB P A0 WAL R R B A [R] R Y B PR AR 32 B i L WAk £ . [R]I,
BTN 1 5464 MU YL P SEAR BL R, BRI T AT 95 115 Jefhfk
RPN B AR B DR A B SIS N AT LS BRI B R Pun ) SR B RIS R 5
KRBT GO BRI Renlih, W00 KIS R 4 AE v [ AR B
(15 A% Z P d i, 7 o I P8 1 30 P e ARG I N FRIE - E X, B —5E
(R R % AR YR B 22 FEA O IR RFAE o B T2 e A B, i — B TR 1 AR AR I GWAS 70 #t,
SEE BN, B IRAERE Y T S E RIS IR T Aa ) B SR ) 1) OGSk 2R (K Up .
UpZER gt — A SR RISAH R EE, AEHEER EJE X A7 L — 579 bp i 45148
S (SV, SR o B R R VIGSSE S0 A 1% I E A A R s [l bRk vh i) Rk 22
S5 HRSzARsE A REE (F2) o HRINZST9 bp B AL AN L e 728 (LINE)
7o, 256 F A S B0 H0eHs HE U 7 21 IR TG RE R 1 % e~ BRI 1 FR A
SREE, M- T UpRERI I RIE 22 7. BRIk Z 4h, ATk e AL 7 BRI Se B E MR A
K ZAFERAL S, WiAERIER sy BRI punvdE . LT DL ESER, i sise
H T BB B AR O B I DR ST A 2 S AR RS R I, | 23 AN B 22 R A R ) J A A
R, g R 3 R U R fsi BRIE TS FPun L punvZEA NS5 [H], DA
J AR RS v BOW AR RIS Y, R B R MR 2 R (BT
BRB 2 FEACR Y B O BB AL Rl (I3 o ZR b, WM 1 BRBCRR B A AR 1) A% S
MR, 7 T BRI RN 22 A R v 0 25 R AH a6 AR R AN DG B LRI 67 R, %)
IV BRE T S S ) 5 B B IR B A% A r A R AR AL ) (0 A b IO ) e ik [R] 4 2
FEBLE [ A, OB T B M S s R 1 EE S . 8T 7T LA [
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PNV} 2Bt BESRACT T T 28 — SE R AL, BIERAE FE 5 AN 5koT. TR PRIk
BECRNAG: MBI 78 SR ONZA SO — 1R, FREEHIT 7T B2 L STV 78 S A 3 KR [ S B oA
BEVR AN AT FFE 2 0 KB 0oGiovanni GiulianoZd% NiZie L FEIEE . ZM RS
B E K E SR R ELOVREE R AR TR KRB AR R R BXH
Rl F G SE I H SCHF .

RIE: H ELO R B gk AL T 5T P

RATH I 2022-09-30

R

https://ivf. caas. cn/xwdt/zhxw/94b3b5e4d24e4£f26a3715ed09237d1d0. htm

2. BRWAFAIFENMHERBEBEIR

i T H, S ERO R BB ARSTIT FC T H W T A SR A L G DMP 5 R 34T i
IR T H WS DRSS R MR SR A R L “In vivo maternal
haploid induction based on genome editing of DMP in Brassica oleracea” Nl
KRB Y) 4 W F (Plant Biotechnology Journal) F. H#EZE#HEZE (cole
vegetables) B E IR, HK. M. T HEEZMEZERIEY. Hil,
HIE MR 2 RARATH, PR RE AR T MR OCHP IR . ML S B A 22 177
%, FIHXURAEE (DHD) BRI R fF 221G B 24l & MRl "R KRS8
FRAERR . HAL G BT SRR RSN NI EE 2y 55 7%, 1205 PR E B, JF H
B 52 BB DR R R A AHEFE L RE T — N EAE R v e Ak A T R R A
BoC03. DMP9, A1 FHCRISPR/Cas9E PR 2 48 £ AR H DI REREAT T W FE . boc03. dmp9ZRAZ {4
BERAKIER, (EHZEENRARRZMIEO T, S55FEE B A FEE SRH
WEARIHET T SRCRA, REEE M, boc03. dmp9 H &2 8A/E AN R AT 458, HIf
515 SPe A AR, F SN0, 41%-2. 35%, HA FER BRI . P TiEse T
WEDMPOE [K] I A5 A 15 T Dh e, Ml ok T S5 A5 T 52 L DR R B AR HE R . eI H 15 B
PEARZERZE N, WAHAEY AR E R R AMES . Ze S LR ERE
BEF B RS AE TR FC T A 5 — FE A A7, ol A X g o A AR R LSO AR ST
LRSS —E#, B S0t 5T OO X PR BB 70 53 A SCIE iR E % . 1Z 0 5515 21
T EAROY B 2 B ) R AR N K B ARAR M P R AR R B B . RSB R
https://onlinelibrary. wiley. com/doi/abs/10.1111/pbi. 13934

RIE: B R B g I T

RATHB: 2022-09-29

o9&

https://ivf. caas. cn/xwdt/zhxw/dd5ec919cf294dabb37a04e495fd1bed. htm

> FRILK
1. Construction of an Agrobacterium-mediated infectious cDNA
clone of melon aphid-borne yellows virus (FRJ& & B -5 18 K iF
FE A TR IR Gt cDNA L FE R 22

f#i41: Melon aphid-borne yellows virus (MABYV), a member of the genus Polerovirus in the
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family Solemoviridae, has widely spread in recent years and cause yellowing disease on
cucurbits. Here, we obtained the complete genome sequence of MABYV bottle guard
(Lagenaria siceraria) isolate MABYV-KF, and constructed its infectious cDNA clone under
the control of the cauliflower mosaic virus (CaMV) 35S promoter by Gibson assembly. The
5,677 nt of its genome shared more than 94.00% sequence identity with the two known
MABYYV isolates. The inoculation results showed that MABYV infectious cDNA clone
could systemically infect bottle guard, cucumber and muskmelon plants, and cause typical
yellowing symptom. The virus progeny from the infectious clone could be transmitted
between bottle guard plants by aphid. Further analyses revealed that point mutations in the
F-box-like motif (Pro57) and C-terminal conserved sequence (Phe211) of PO cause low viral
accumulations in systematic leaves and failed to induce symptom. The infectious clone will
be potentially a tool in the investigation of viral pathogenesis, virus-virus interaction and
virus-host/-vector interactions.

SRIK: Virus Research

RAT B#:2022-07-01

AR

http://agri. ckcest. cn/filel/M00/10/12/CsgkOGNCgv2AV8eyADm7ZpzdB0Y619. pdf

2. Promoter variation in a homeobox gene, CpDIl, is associated with
deeply lobed leaf in Cucurbita pepo L. ([FJ¥E & F CpD11 ) B 31728
FE T FRARM A R)

fHj41: Leaf shape is an important horticultural trait in zucchini (Cucurbita pepo L.). Deeply
lobed leaves have potential advantages for high-density planting and hybrid production.
However, little is known about the molecular basis of deeply lobed leaf formation in this
important vegetable crop. Here, we conducted QTL analysis and fine mapping of the deeply
lobed leaf (CpDIll) locus using recombinant inbred lines and large F2 populations developed
from crosses between the deeply lobed leaf HM-S2, and entire leaf Jin-GL parental lines. We
show that CpDIl exhibited incomplete dominance for the deeply lobed leaf shape in HM-S2.
Map-based cloning provided evidence that CpCll encodes a type I homeodomain (HD)- and
Leu zipper (Zip) element-containing transcription factor. Sequence analysis between HM-S2
and Jin-GL revealed no sequence variations in the coding sequences, whereas a number of
variations were identified in the promoter region between them. DUAL-LUC assays revealed
significantly stronger promoter activity in HM-S2 than that in Jin-GL. There was also
significantly higher expression of CpDII in the leaf base of deeply lobed leaves of HM-S2
compared with entire leaf Jin-GL. Comparative analysis of CpDIl gene homologs in nine
cucurbit crop species (family Cucurbitaceae) revealed conservation in both structure and
function of this gene in regulation of deeply lobed leaf formation. Our work provides new
insights into the molecular basis of leaf lobe formation in pumpkin/squash and other cucurbit
crops. This work also facilitates marker-assisted selection for leaf shape in zucchini breeding.
SRPR: Theoretical and Applied Genetics

K AT H#A:2022-01-05
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> X E A
1. mF3HZRARAAR K HAH ™ i A1 FH &
R ARWE TR TREE ARSI, ATF 7 nF3HFRAAR L ARG M &, —
PEmF3HR AR, BT IAmF3HR ALK LT ARX TS 75| 2/ D5 DU R RAE: 513047
WRRKRAERA, FrikS 2% FH0SEQ 1D NO. 1R F41 . A & B 38 i EMS 1548 R Ak %
IRIGRAE Mkrgpink, ZeXT AR TEPRANEY AL R g dh AT AR RN 7, RINFSHANER
B, B RIF3HI S 130R G IR R A WA AR, Refil 6T &= & Bukis, b
AT REEYH IR R, BHEED R SEEE 28600, Hom1 8 ek R s m
TP B 7B MRS IR AL S, B R R A N A s
KIR: (EIEM
RATH: 2022-09-16
R
http://agri. ckcest. cn/filel/M00/10/12/CsgkOGNCh02AJAY3ABgJ-A nx 8440. PDF

2. FEAHFEFSICIPKTZE AR YIHT R A 5 M F

WA ARKHAFF T —FF oz KSICIPKTE st B E R N A, 8 T3
TRER Gy T & M RS . A & B 38 i CRISPR/Cas9 5 [A] 2 %5 7 A il i 7 it 3% A
SICIPK7, REMEAE AR IfERCasOF A, Tk 1 % Ji DRl 457 AR Bl 1) 4/t 2k DR 98 N ) )
Agxggm e B ) IR H Rk . AR RS 7 RFRSICIPKT 4l & 4K, 8 — R
SEEGUERH: SEPARYAH B, STCTPKT I PR ik SR AR AAAE R 1 S WA i 52 14 ¥ 35 3 0,
HATHEEMAERKKS, £ rdr R 5.

KIR: AE B

AR B : 2022-05-10

R

http://agri. ckcest. cn/filel/M00/03/40/Csgk0YeZNKmAaoafAA70z6EJQ70560. PDF
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