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1. WEZb5EREHTEBAHEJournal of Integrative Plant Biology
RBER TR L
e EH, R 22 B H i B BAE E BR &1 4 2= AR W) Journal of Integrative
Plant Biology b &3 7 /i N “The SITPL3SIWUS Module Regulates Multi-locule
Formation in Tomato by Modulating Auxin and Gibberellin Levels in the Shoot
Apical Meristem” (4 #£#%: https://doi.org/10. 1111/ jipb. 13347) HIWF 7L Lo
W T SR 2 SRR B S8 AR o DL — PRI, 7™ B 20 SR S 1) AU B R B AL . B A
O B HGE R LR NRIR A R R AR HE R R, OEFRE, RS, W
RRAERE .. LEAERS ZRD AR S gERFE YIS, SR, Bk 29
SEHAMNKE S Z OERRIRZNIIAIRZ AL . W5 R A H [ TOPLESS
e S LA STTPL3 & — MR 2R /NI FE A, SITPL3FE R IR T8 = i AR 4 21
AR, FOEHENM, REA K., SMIETAALL K GAA B FIPACA B K E T
SITPL3RNAifEFEZ Oy R A . SITPL3E 7 T4 A% 3 5 #4355 [ FSIWUS H.AE, SI1TPL3
HMISIWUSE H (A AH BLAE 3 5 1 SIWUSKT Ui #E BRI STPINS . S1GA20x L 4l A0S 1
F. Bk, S1TPL3-S1WUSHEHE T 42 S1PIN3FIS1GA20x 14T 5 TAA S A FIGAZK PSR 24 5
SAMII RN o 45 A7 1 SITPL3-SIWUSHE N 4ERESAMR /N Se B % Rl - 1E 2 0 TR R
P FE R IIRE, A Z LR EINLEIRAL 7R LR, BAA EEE ks
bel 252 Bt Rt B A SRS — AR, R E AR IR 7T RO IE WA . AR H 2
%, EEE S 25 K2 Mondher Bouzayen#{#%. Mohammed Zouine FEI|Z#% A1 [ 2 18 4 %)
A T T K IICRE . R FE b+ A= S A A 2 R AT T BAR R Ie  7e o %0t
FARR T EK BARR RS JTRE BRI RS DUT M TR R H B
KR A K [ 254 B
KA H 1 2022-08-30
LR
https://www. scau. edu. cn/2022/0830/c11310a322446/page. htm

2. BRI RS N A B B NVER TR 32 1% AL 50 AR
prid i

fEifr: 8H24H, TR FH A =B 1208 8 Bds S04 (1 S FH 35 18 A1 ATE B e A
F Journal of Hazardous Materials b fF 4k kK % T /il N “Molecular mechanism
underlying cadmium tolerance differentiation in Lentinula edodes as revealed
by mRNA and milRNA analyses” HIWFFEIE . 1ZBTF04E A mRNAFImi IRNABE & 0 # O J5
VRS T A WEERI 32 S A 2 AL, IRIRAIE T o ek g R DR Le Amy 753 R A % 4R
ZYHHRER, NMEEEE TESBEBENEFGENRMAZEE 7 EEREIR L, XH
Feemi RNAV 2 K2 B B R 52 P 16 1 AR « AR & R A2 B8 D RIAE B e oA
HEWWTTONE, 505 A B Bk (AR 52 58 AP 3 22 57 o 7 ot < R AR 52 P70
AT TS T JE B 8 S A R b A &, DL 2 o A AT SR T Gu e 2, # A
A B R R S WA BA B i mRNA AT 1RNABER & 20 de R T s 4 32 v A i 4y
THUR, dHMEEER I, g, EE&EES. RRAmAKAEAH . i, fiit
JRERA . EEKE. 5553, DNME S AN M5 I AH 5C I 2k (8] Jomi IRNAR) 22 7 R 8 1
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P BT AR AR SV Ak, B BT 7w R 2 A o LRI AR .
T B\ IS8 1o 8L FE A BOAIE T B B I S R LeAmy I AE W22 Th g . I Rk LeAmy 2[R, 45
BUR TR ARYSAS BRI 52 fe /) W25 1, HAERRACER %A T 7= AR 1) R 1 SR AR AR B R b,
M NE RGN 285 SR 2% B Le Amy J: DK ] B4 58 A 4 88T 52 R 70, /KAL) SR B AR
KRR 2 1 R W] 50 7 G AR TN 52 6 7 o 1L AR PR AR A AR L A= AR R AN il UL ]
F—1EE, HORIBEETNIEE . XSS T ERXBRRES . BEXEHE™
AR R A B B P AR R5EDTE P58 @R e R 2e—BENE
HEEEEHENSBRAEN R, 484 Journal of Hazardous Materials, Journal of
Advanced Research, Computational and Structural Biotechnology Journal, Journal
of Fungi, Scientia Horticulturae ZE2FARUATI AR T — RHIHTF L.

b Rl e N i K R 5 7 Nt

RATH: 2022-08-26

o9&

http://news. hzau. edu. cn/2022/0826/64280. shtml

3. REFR BIRHEEIE ESoyFGBv2. 0B TE R,

e I H, o ERMRFEBAEYIRNHA T T AT KRS 2 B R 5 N AT ] BURTR
A AR R B R A S a0 R B BAER T, A i Re 2 R 41 & FFFGB (Functional
Genomics Breeding) L=z, WA EE N TARMERNH =L E, KR E
K R B RN A AR S R B RS S5 R i A AR AR A B S B B RS R LR A OC
9T SR R RAE (R (Science Bulletin) ) o B & VR 2 /EY) & Fh 1 B 4 i 3
fi, 2 ESERESPETIR . KRR THE, REXRGMEEEREHR LRAFEE. FIX
AR, R 2 H AW A, W] 784 3 1 S R — HIRPLE K SR
TR TAEE M EE . 20 I BAAE (R B R4y k5% (SCIENCE CHINA Life
Science) ) KR MARIRNE R G Fh it T P52 0 7 A0 AU 28t 1, SR A B 326037 /IFGB
LR AT BB T G TAE . 2 T 201548 KA LE (RI2@ k) , & R T-3000
43 7K A0 7 el 5 REGB I 22 R, IF 20204 58 1 FE T+ o % K B e DR 4L AN b
JB YRS T T R R S B P TR R 22 5, i AL R B s PGB AR A B R 2 S5 9 2
#E7 T SoyFGB v2. 0845 SoyFGB v2. 01 5 HIARE s 2 BEERIAE LA R 34N 7 T o
— R PR A B B () 2R TR T B H - RO T B A e s E I A 0 AR BRI,
SEHL T 2K-SGRI33AME E AR SO I E MR AR R et = . & H P T AR SoyFGB
A A A T 28 TR B ok S B2 RN BRL 3 R A S5 () A R M E AN ) 2k (R 2 2R
NIRRT . =R — HIRS R R AR E M SRR, A “fR” M
CPNNE” R, F P A PASREN2K-SG LR H AR R, T SRIR 0 E . AR FH P SEPRAKREG,
54 Excel FAS G B AT AE R HT A EL, SR A SoyFGBv2. 01EAT 45 2 5 K 1) £ 7 43
MrREUE HE B AR 6015 » %M 7045 2 B & S TR X B RS R ER
BlE B R A TR DE B,

>3 e R = (Y PR 2

RATHHH:2022-08-26

LB

https://www. caas. cn/xwzx/ky jz/322396. html
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4. WHEHR N KIEY B RIEEYZ L H TR FTLH]

B I H, FRAGRESRL . WA L AP B IR AR 5 ) B 5K B RS0 = F G
R IR AR B 2 5HR T R S 30 = v s 2 3% HIBAfE Journal of Integrative Plant
Biology GUMiAT9. 1, A£EWINIX) KFE T8N “The plant circadian clock regulates
autophagy rhythm through LUX ARRHYTHMO” HIWFFIE L. UM EWEEEZAEY T 5
FE ORI RS AL, JE I PR AR AR AT 2 ) B S RS2 4 I AR B s, SIS 8 TR
PIEA TR o TR, Rk 20 7L R B AE S Y B WA 5 A e e R A
BIFTTHRR. 2B T Re% BRI B IR R B R R IE K, T3l
Yirh B RIS A B8 B A A ) B B AZ 0 2H 43 AT R Tt s i 3 9 A e FL i R A« SR T
T B WS AR R O R AN FHLRIUIA AN IR . T R A e T 4 i
WEFE12 hoGIE/12 hIEE (LD) S0 FAFEOEI (LL) 60F N8 EILH]EAE H i A
A, UEAEY) BRI AR AR . RS, LLAMEAILDAAE FAHEL, BT
A RIEMALRIESE AT, (HIRUE I B PRC. B D5 R, YA B4 /3 LUX
BRI () RAR 5 3 H WRAELL AR T B9V 2%, ZELD SR A T BRI ¥ 35 39 ik o - HLLUX
BEWE B R4S & EEENATG2, ATGSa. AIATGLLIRIEZN T, FFaMb| s mimit . £
R IRLUX @ ik 24 47 035 P58 1) 1 Wk PR3 v 1 RO A LR B 32 1 o A i o b R B0 e
VA RV R E AR, Ul AR B S TR R A B R ST L
] o e U VB P K2 T U R A e LA ) e B PRI TOC LA TR 4 R A7 1 Wk e [R) i R o EL L
fEH (Chen et al., 2022), ULBHAYBh@ET 2 KB FREBEY AT . HEEFRIK
LA RSN SCE R, mEaBER AR AR AL AR . AR
B AT s A [ 3 2 2 oy HE ) A2 BRI 9T T Bernd Mueller—Roeber##% 2 5 1 AWt
FLAE. PRI T £ 0T OV AR it 1 SRkl . AT SIS 1 I B AR
SRS EIE « TR S AU R RITE TR BRI TN TR H
SRS

KIR: L KA R B

KATEH#A:2022-08-18

R

https://www. scau. edu. cn/2022/0818/c11310a321915/page. htm

F FRILHK
1. A Review: Agrobacterium-mediated gene transformation to

increase plant productivity CRATE /- F I ZE R EC IR EEY AT 5
Kt FLE )

fi41: In genetics and molecular biology, Gene transformation is a gene alteration technique
that involves the introduction and expression of a foreign gene into the host organism. There
are many gene transformation methods like particle bombardment, electroporation,
micro-injection, PEG for different biotechnological experiments. But Plant gene
transformation is a widely used procedure for obtaining transgenic plants and plant models to
understand gene functions. Agrobacterium tumefaciens is a natural genetic engineer which is
rod-shaped, gram-negative soil-born bacteria. Initially, Agrobacterium was utilized to
transform only dicot plants but over the year’s modification in plant transformation protocol

B BN RERWEWERRS RS http://agri. ckcest. cn/
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it was now utilized in monocot plants as well as in fruits plants too. Agrobacterium
tumefaciens inserts its DNA (Transfer DNA-T-DNA) into the host plant. The transmitted
DNA is randomly integrated into the host cell's genetic material inside the infected plant cell
nucleus. Alternatively, bacterial DNA cantransiently remain in the nucleus without
integrating into the genome, but it still replicates alongside the plant genome, using its
machinery and expressing its genes to make separate gene products. Besides the traditional
method, new research has also been done to transform the plants through agrobacterium.
Various methods have been developed to transform monocotyledonous plants such as wheat,
maize, rice,and fruity plants. Generally, dicotyledonous plants can be transformed by the
traditional method of agrobacterium but various methods have also been developed for dicots
for various applications. Here,we have taken an example of a tobacco plant (nicotiana
tabacum) transformed with different methods.

SK¥E: The Journal of Phytopharmacology

AT H#A:2022-02-11

AR

http://agri. ckcest. cn/filel/M00/10/0E/CsgkOGMRoE2ABkVeAAZNtVwBuYs617. pdf

2. Optimization of Agrobacterium-mediated transformation and
regeneration for CRISPR/Cas9 genome editing of commercial

tomato cultivars CRIFE /S I L B AHCRISPR/Cas 93t K 4H gr i %
WA i)

fi4r: Tomato (Solanum lycopersicum) is the second most important horticultural crop
worldwide that is widely used as a model plant in genetic manipulation of Solanaceae.
CRISPR/Cas9 system has been successfully utilized in several studies for genome edition of
model tomato cultivars. However, these genome editing systems should be also optimized for
commercial tomato cultivar for direct application of genome editing in field conditions. In
this study, we have optimized an Agrobacterium-mediated gene transfer and regeneration
system for CRISPR/Cas9 genome editing in two commercial tomato cultivars for the first
time. The effect of explant type, genotype, pre-transformation time, Agrobacterium
concentration, infection time, and different co-culture periods of bacteria were evaluated to
optimize the regeneration and transformation parameters. The highest regeneration capacity
of 83% was obtained from cotyledons of Crocker incubated in a medium supplemented with
BA (3 mg/L) and IAA (0.1 mg/L). The maximum transformation frequency was obtained by
using the following parameters: cotyledon explants of commercial Crocker cultivar that were
left for 2 days of pre-transformation incubation, infected with Agrobacterium for 10 min at a
concentration of OD600 of 0.6 and co-cultivated with Agrobacterium cells for 48 h.
CRISPR/Cas9 system was tested with two gRNAs targeting the phytoene desaturase gene.
Fully albino and chimeric plants were successfully produced with optimized transformation
and culture conditions in up to 71% of all regenerated plants. In the current study, we
optimized the implementation of the CRISPR/Cas9 technique in a commercial tomato
cultivar and our method will enable breeders to make necessary changes in traits of interest to

improve tomato crops for commercial applications.
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PE: Turkish Journal of Agriculture and Forestry

RATA#A:2021-12-16

AR

http://agri. ckcest. cn/filel/M00/10/0E/CsgkOGMRnt2Ab—zEADBHAVDPFDo671. pdf

3. Modeling Agrobacterium-Mediated Gene Transformation of
Tobacco (Nicotiana tabacum)—A Model Plant for Gene
Transformation Studies (5. (Nicotiana tabacum) HIERIFHE/NF

F R AR — R R FAL BT T IR ?
)

fi41: The multilayer perceptron (MLP) topology of an artificial neural network (ANN) was
applied to create two predictor models in Agrobacterium-mediated gene transformation of
tobacco. Agrobacterium-mediated transformation parameters, including Agrobacterium strain,
Agrobacterium cell density, acetosyringone concentration, and inoculation duration, were
assigned as inputs for ANNMLP, and their effects on the percentage of putative and
PCR-verified transgenic plants were investigated. The best ANN models for predicting the
percentage of putative and PCR-verified transgenic plants were selected based on basic
network quality statistics. Ex-post error calculations of the relative approximation error
(RAE), the mean absolute error (MAE), the root mean square error (RMS), and the mean
absolute percentage error (MAPE) demonstrated the prediction quality of the developed
models when compared to stepwise multiple regression. Moreover, significant correlations
between the ANN-predicted and the actual values of the percentage of putative transgenes
(R2 = 0.956) and the percentage of PCR-verified transgenic plants (R2 = 0.671) indicate the
superiority of the established ANN models over the classical stepwise multiple regression in
predicting the percentage of putative (R2 = 0.313) and PCR-verified (R2= 0.213) transgenic
plants. The best combination of the multiple inputs analyzed in this investigation, to achieve
maximum actual and predicted transgenic plants, was at OD600 = 0.8 for the LB4404 strain
of Agrobacterium x 300 umol/L acetosyringone x 20 min immersion time. According to the
sensitivity analysis of ANN models, the Agrobacterium strain was the most important
influential parameter in Agrobacterium-mediated transformation of tobacco. The prediction
efficiency of the developed model was confirmed by the data series of
Agrobacterium-mediated transformation of an important medicinal plant with low
transformation efficiency. The results of this study are pivotal to model and predict the
transformation of other important Agrobacterium-recalcitrant plant genotypes and to increase
the transformation efficiency by identifying critical parameters. This approach can
substantially reduce the time and cost required to optimize multi-factorial
Agrobacterium-mediated transformation strategies.

SK¥E: Frontiers in Plant Science

AT H#A:2021-07-23

E9'8: 3

http://agri. ckcest. cn/filel/M00/03/3C/Csgk0YdoUHKAc3 j7ACKIS10PXCs152. pdf
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4. Development of an efcient in?planta Agrobacterium?mediated
transformation method for Iranian purslane (Portulaca oleracea
L.)using sonication and vacuum infltration (F| 8 B M E TN
BAR, APPSR (Portulaca oleracea L. ) FFR—FERHIHE
YA RIT BRI TTER)

%ifr: Purslane (Portulaca oleracea L.), a valuable medicinal herb, is used as a source of
pharmaceutical components such as favonoids, alkaloids, fatty acids, terpenoids, and sterols.
Regeneration of transgenic purslane plantlets from transformed cells is a time-consuming
procedure and needs hard work. In this study, in-planta transformation of purslane, using
sonicationand vacuum infltration, is reported. The purslane seeds were infected through
Agrobacterium tumefaciens strain LBA4404 having the uidA gene on pBI121 vector.
Efective selection of transformants was performed by supplementing MS media with 250 mg
1?71 kanamycin. Several factors afecting the in-planta procedure including pre-culture duration,
acetosyringone dose, sonication, and vacuum infltration duration were investigated. The
results demonstrated that the highest number of GUS-positive purslane plantlets was obtained
when the pre-cultured seeds were sonicated and vacuum-infltered for 2 min in agro-bacterial
cell suspension, and then co-cultivated in MS media having 100 uM acetosyringone. The
integration and expression of uidA gene in transgenic purslane was successfully corroborated
by southern blot and GUS histochemical analyses.

SRI¥E: Acta Physiologiae Plantarum

KA H#:2021-01-12

AR

http://agri. ckcest. cn/filel/M00/03/3C/Csgk0YdoTsOAH9NbABB2bgMLz1w547. pdf

> XA
1. FhhimiR4823E R 7E 1% Rl AE )20 B BN A 75 3%
A AR ATF T Himi RAS2 FE PR 75 ¥4 il W9 40 b v I S FH 7 v, %07 e R
i RAS2RT 4 F 51 L T pl P35S B A Ky 5 76 i RAS2 TR M R A B R 3L AT
B SRR AR, Fhimi RAS2IE R I AR S B K B s ATidmi RAS2HT AT 51 HI#%
FERFIINISE 1D NO. FFR . rHkAeh R bl RAS2IN ik, (BRI B %
RIR: fE M
RATH:2021-07-16
o9&
http://agri. ckcest. cn/filel/M00/03/3D/Csgk0YdsSUeAL3g—AAv87 f eYcl16. pdf

2. —FRATRNFHBEMBELRE AR

BT A: AR SR E R T RER US, 420 T — B FF B8 13 O T A 1T 1
PRI A R A AR HO3RAS s AT R et P A b SRS
PEGE: SMETRIOAEIETR: SMAIRIOAERR SR, HIEBIRRIOR 1035 AR5k
I T B PRI, SO RO I 8, 4 RO T L) A S R A AR
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KIR: (EIEM

FAT H#:2020-10-30

R

http://agri. ckcest. cn/filel/M00/10/0F/CsgkOGMVmT2AUz JOAApe—qEyAgw239. pdf
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