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> AR
1. BT KIAPKRRBE R RERGBTXEARESE
fEif: SHITH, E KRR 70 BT H 5 2R SR8 AL & R 1357 B B AE 4K
B TBONS 75 4578 77 o3 A A (1 SE AT 55 7 TS B 2253 Jg , D5 AEi in L1
JI 2 FHRMAR B T BORG T 8 TR IR i 1 BORSCHE MR 2K o 20 e s R EA
“Effects of nanocarbon solution treatment on the nutrients and glucosinolate
metabolism in broccoli ” N Kk F T N 4k % Top #] Fil Food Chemistry: X
(IF=6.443/Q1) E. HiEe—MESEANR. 44ERCHT Y (85, . 8. Bk,
55D FE IR P EFRRAT 3R E, P8R “BikER” o Nature portfoliofRi# |42
BRBO32FP R B B HRWENE IR, BRI AFEFET T &MERETRS
g, H P FH & F ( broccoli ) KA & & F Top F F
(https://doi. org/10. 1038/s43016-021-00381-y) . AHFRELE T AEGKIR (ED)
W) BN EAE R E YRR T EE SRR BEEA R 44 R0, SRR RA
I ERARL I, BRI, PIRBRIER AR SR m AR AR R, 18.75
L&middot;ha?l ) 4% K Bk ¥ MR BE % 1 = A7 i Al 7004 WY 2 O s I8 2 T R AR
(glucoraphanin)22. 9% 4= B, [0 8 F 9% T 45| s iR AR S (glucobrassicin,
4-methoxyglucobrassicin. 4-hydroxyglucobrassicinflineoglucobrassicin) f& &,
PKmxkRets B B LCE T A T D7 e a e A DG B T 4 L AIMAML . TPMI2, CYP79F1,
FMOgs—ox2+ AOP2HI TGG1, JNSEHLTE 163 W IEE 77 i RS HE AR 1 1 ofng e Akl
WA, RIS T IR E T AL A T IR B K, RS KAg R . g S A
OB 2 Bt g e A6 T T N 58 — FUERE B BRAL, 224 B IT SO 3 —Fid i
YEZ, bRt AR A ™ i N L5 8 5 B TR 78 oD o 3R —1k (2/2) .
AR S T E R BRR RS ERRFERE B AR R R A wi R R
B AR 55 % L R R ORE B B TORR AE U H B BB . JE S0 RE B
https://doi. org/10. 1016/ j. fochx. 2022. 100429
RIF: FhHA
KATE#A:2022-08-18
IR
https://ivf. caas. cn/xwdt/zhxw/38bdc8cd26d94aeab92fe74fa24710d2. htm

2. FEFRREHB R E T HFREEY SR FTHLH]

Wi TH21H, ZEZIZIREALE (BMC Biology) FR#F T8~ “Dynamic enhancer
transcription associates with reprogramming of immune genes during pattern
triggered immunity in Arabidopsis” HIBFFIE L. WA | 38 T 40059 7+ 3L [A] 7]
X G (ot T IBOR e K T VG VRS 0 7 e, 2808 1 i B AS [ B A= AR 56 1 AR
(MAMPs) PR B AH ORI 981, FRIBRG 0 M7 17 A3 2 RIS 5 19 51 5 ) 27 1R R % I 2%
Bk AE N T 3G T R 45 L DR 208 () J2 A4 Ho 2 (1) B EEAH RGER J « 38 ik 12 AR )
W) — R T (CRED @i I A S0 35k R 1) 2 S A0 R R 3 08 T 42 v 4 i 2
YEH o W FLBNY I T S = W) ——eRNAR AE W) & AN DRI FL I 22, BN A 2 T 1
SR B EEAR, (HR YN 9 1 AR RIE A D BE RS B R G0 o MEAE R
I3 7R (MAMPS ) il % 1) #0922 5o NPT LA LA 96 R H 3 A B BERA YT, RS I ) e o L i A2

B BN RERWEWERRS RS http://agri. ckcest. cn/



http://agri.ckcest.cn/
https://ivf.caas.cn/xwdt/zhxw/38bdc8cd26d94aeab92fe74fa24710d2.htm

X TR B R A R SR S R 28 G FLEE, TSGR 5 S S ) S I k4 R
BEIREIEATEE . I 22 R ARRNART S IR BE R s I 7, FFas & iR R e 05
A St DNAFF AR ANZH B VB A5 70 b, S8 B 1 5400 7 38 7 3 o DX IR X B2 [
A, HH S35 RNAR A AL RIIE o X 48 A AULRG T 38 98— B ) B [ 4% 5%
[FJeRNA, RZHA B A polyAditl. Hx Rl g g a1, HARIRREREER)
DNAFFIEAL . R KT R Gt i ] K P LBARNA Pol TTRIA R (1 ZBEALARIC I 53 & 42 2%
FEtE . MBS T B iR BITE B R I PR3 5 - (1) G ARRAE , T B0l s A
= A s I TR R I bR & . T A FIMAMPs 5 3 )5 eRNAR) 22 3818, f##fT T PTI
753 AL RS T S A S B TS MRS AR AL, IR SRR T L R 2 £1g22, chitinfll
n1p20, BB A4 TBE pep2 M9 ¥ S, e SOMBISRE 00 4.0 W15 T
(CIPE) o WFUUERH 1 3851 ISR IE PR 2 [R] i R IA AR A R 5 1) OCTG, FEAEA) S bt
FHEZEWAEN . LI E TR E I A R S (RLFEWRKY sFISARDL) s
Yo d% 5 FIG IR T K BB AE IO, 2] 7 — AN R — AR IR R AR
() S g5 T DR AR N 4 o VR &, T BT PR 5T T A1 58 1 I B SR s TR AR ALE L
TR ) e B DR AR (1) S FH 5 A S 45 SR mT DA it FEAEL4)) e 2 38 it 1 AN B LR 3 1
0 R PR YR . FREEAE S A 0 AR AU IZ R OIS —1E3, IR R S i@
VB3, LEFEHIRAAHEZIRES 5 O 7t 2752 7 B gk e, f
PR EE AR 55 B L iR G A ol oK 7 | R B B e 5 0 H M BT
RIE: LN R B FROR 5 B
AR B : 2022-07-06
o9&
http://cpst. hzau. edu. cn/info/1037/12497. htm

F FRILMK
1. Effects of squirting cucumber (Ecballium elaterium) fruit juice on
Agrobacterium tumefaciens-mediated transformation of plants (%§)i\

(B3 ) R FERATE A2 RV AL KIS 0)

fHj4: Different concentrations of squirting cucumber (Ecballium elaterium (L.) A. Rich.)
fruit juice were added to Agrobacterium tumefaciens growth, leaf disc inoculation, and
cocultivation media, to investigate its effect on the transformation frequency of tobacco and
potato. A. tumefaciens strain GV2260 harboring p35S GUS-INT and pAoPR1-GUS-INT
plasmids were wused separately in the transformation experiments. Neomycin
phosphotransferase (NPT-II) gene was used as a plant selectable marker at a concentration of
100 mg L-1. The addition of 5-10 mg L-1 squirting cucumber fruit juice to bacterial nutrient
medium increased A. tumefaciens growth significantly by 6 h. Moreover, the use of high
concentrations (2.5-20 mL L-1) of fruit juice resulted in excessive bacterial growth on
cocultivation and selection media around the explants, which was difficult to eliminate by
subculture or higher levels of antibiotics. On the other hand, lower concentrations (0.2-1.6
mL L-1) of squirting cucumber fruit juice significantly increased the transformation
frequency in both tobacco and potato. Kanamycin-resistant tobacco shoots, rooted in a

medium containing 100 mg L-1 kanamycin, were transferred to pots containing organic soil

B BN RERWEWERRS RS http://agri. ckcest. cn/



http://agri.ckcest.cn/
http://cpst.hzau.edu.cn/info/1037/12497.htm

and perlite in growth cabinets for acclimatization. Transgenic plants grew normally and set
seeds. The presence of T-DNA in these transformants was confirmed by PCR and GUS
analysis.

SKI¥E: Turkish journal of biology

KA H#:2015-05-01

E'8: 5

http://agri. ckcest. cn/filel/M00/10/0E/CsgkOGMId3uAX rTAHiegTL6gkgl45. pdf

2. High-efficiency Agrobacterium tumefaciens- mediated
transformation of cucumber ( Cucumis sativus L.) using stem nodes

as explants. (DAZ2F A SMEA R B AC T R 7T (IR R AFE) )

f#i4;: An efficient Agrobacterium- mediated transformation system was developed for
cucumber ( Cucumis sativus L. ‘Jinyan’) using stem nodes as explants. Stem nodes were
isolated from cucumber seedlings 10 d after germination, wounded four-to-five-times with a
knife, infected for 30 min with Agrobacterium tumefaciens strain EHA105 harbouring the
binary vector pCAMBIA 1303, then co-cultured for 5 d. Adding a washing step after
co-culturing, and using 25 mg l-1 meropenem to suppress bacterial growth in the
regeneration medium, eliminated any overgrowth of Agrobacterium and significantly
improved the efficiency of transformation when 15 mg I-1 hygromycin was applied as a
selection agent. Finally, a transformation efficiency of 7.1% was achieved with a high
frequency (50%) of single-copy T-DNA integration 2 months after co-culture. On average,
two-to-three independent transformation events occurred from each original explant.

SRYE: The Journal of Horticultural Science & Biotechnology

R AT H#A:2009-02-01

AR

http://agri. ckcest. cn/filel/M00/03/3C/Csgk0YdfKO-ABPkHABnx JTURBC8235. pdf

3. Cloning of tryptophan monooxygenase gene in Pseudomonas
syringae and transformation into cucumber. ({5 5. A B £ 2 BR 5.0
MR N ) 5 B R AL BRI )

412 Tryptophan monooxygenase iaaM gene was cloned from P. syringae pv. syringae 3023
by PCR. The results of nucleotide sequence determination showed that the complete
nucleotide sequence was 1674 bp in length, and the GENBANK accession number was
AY530536. The 2A12 promoter gene was cloned from tomato cultivar Dongnong 706 by
using the same method. We constructed the expression vector pPCAM-2AiaaT with the iaaM
gene, and driven by fruit specific promoter 2A12. The iaaM gene was transferred into
cucumber cultivar 649 mediated by Agrobacterium tumefaciens, and transgenic cucumber
plants were confirmed by PCR and Southern blot.

SRIK: Acta Horticulturae

RAT H#:2007-07-01

E9'8: 3

http://agri. ckcest. cn/filel/M00/03/3C/Csgk0YdfJ-iAWV j5AAYgyYaagwl669. pdf
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4. In vitro organogenesis and genetic transformation in popular
Cucumis sativus L. through Agrobacterium tumefaciens (35 )1\ ) B 44
& H R ENRE R S B 1b)

f#i4: The effect of growth regulators and culture conditions on the morphogenetic response
of cotyledonary leaf discs was studied in popular cucumber variety (Cucumis sativus cv.
Sheetal). Organogenesis was induced directly without any intervening callusphase on
Murashige and Skoog medium supplemented with different concentrations of benzyladenine
and indole propionic acid. Best results (93 percent)were obtained in the presence of the
4mg/L benzyladenine and 1mg/L IPA. The elongated shoots were rooted in basal medium
with Img/L indole butyric acid, hardened and transferred to the field conditions. Genetic
transformation system has been established for Cucumis sativus cv. Sheetal, plants by
infecting cotyledonary explants with Agrobacterium tumefaciensstrain LBA4404 carrying
binary plasmid pBI121, which contains scorable marker, #beta#-glucuronidase and selectable
marker nptll under the CaMV 35S promoter. Infection was most effective when explants
were infected with Agrobacterium for 15 min and co-cultivated for 2 days in the
co-cultivation medium. Shoots were regenerated directly from cotyledonary leaf explants in
the presence of kanamycin (50#mu#g/ml) and analysed. Southern blot analysis confirmed
that transformation had occurred. This method willallow genetic improvement of this crop by
the introduction of agronomically important genes.

SRYE: Indian Journal of Experimental Biology

RAT B #: 2002-03-04

E9'8: 3

http://agri. ckcest. cn/filel/M00/10/0E/CsgkOGMIeI2ANhgIADwATbytdfk180. pdf
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1. 5RBREZEEMERS TIRCRRRE5 Y & M-
B AR ST AR, BARYS 5 RO F8 BUR %A 2% 5 TR id B4R 1 5
MR o ARKRIE T — N5 RZEMCHISNP, JHiheE 1 H O HIBHER R fa 2
i e A, I BT AR 51, LB HESNP IR X B ATPCRY™ 3, XFPCRY™ 1
FEYNREAT Sangerill 7, AR I 45 5L 45 58 LSNP A AR 2R R A
RIR: fE M
BATH: 2022-05-31
R
http://agri. ckcest. cn/filel/M00/10/0E/Csgk0GMIgseARbeuAAQy 220ESQ163. PDF

2. —FRIEN SHSRLBERNTE

A A& BH B KA YIS R TR N R AT, BAR Y K —Fh R AT B S S OBt 34k 77
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BRGNS E S i # B AR AR TR B b i AT AR AR S 37, 19 2IdH s, A5G — P
PR, JaIER S, 1R EEY) . ARV LSO EL, M TSR OEE AR R,
A FLER, BEMT R, 15K, AR, NEZEREYER DRt 7t
Ao+ B P2 e FE A

RIR: B

RATH#:2020-11-06

o9&

http://agri. ckcest. cn/filel/M00/03/3C/Csgk0YdfMuaABQy8ABG jZdeqghe0170. PDF
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