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1. AEKFRE AR 2 A0 2 B HIA 58 05 TH BUS 3t e
fBifr: EH, JRE LR R E AT 5 IR 7T % 7R E Bre R BT Journal of
Cereal Science (JCRAZEK X)) KkFB N “Comparation of Se accumulation and
distribution of two rice (Oryza sativa L.) cultivars with high— and low- Se
efficiency as affected by exogenous application of selenite” HIWFFEIB L, 8
N T ERGI RN S RROKFE SRR SR AN 2 R . IR 2 B R S — AR
TRAHIEFE RO TAER o A N RFISh P fR 0 75 IR o3k, FE4ERE MR R G
RN AR I8 XU, 7 TR 45 2R o I 8 ol b e il 2 SN B A Ros A, Faok
SRR — o (RS [RIZKRE SRR TR AP RO RR SR R0 B AR AR UK 22 57, HE BLARMLRI MANTE
3o R SCIE A TR AR SSOKAE A R AR RS 2 L 22 L, DK RS S AR il AR
FERAEEIRFIRORSCHE . BEALR Y, KRG 22T R T A e b 5 4% i o 75 vt 2]
“IR7 MIER, I RBUKREZE I E R A S B AR H (NRTL. 1B) , HRPRAEWGE
ZWA EATIS s BERIE AR, s RAUKRE AL NN S S Z RN T R F P
KRG 12 1 A2 30 S8 DA I P RIS a0 00 285 Al van ASOKRB R R R AR 8 e 40 A £E AR IR
Uiy, BEMOAL T RFRLAR ) 476 25 18]
RIR: | HRELAE =R
KA H#:2022-06-15

AR
http://agri. ckcest. cn/filel/M00/10/06/Csgk0GKq4wKAB1 HAALF1EWHKXs449. pdf

2. BZREIPFFKT-LOC TR RAS T HEEFEVBAAL R
B AL H, o E AR BGEAE CR TR R AR ) Th e 2 R R ATE TG 4] BATE [ B 0 44 311
CHEYIHE %)Y  (Plant Physiology) fEZ& &K FR TN “T-LOC: a comprehensive tool
to localize and characterize the T-DNA integration sites” HJE, ZWTHIT K
T A HT T-DNASE N AL A5 5 FHAE IR RET-LOC, AT B A 5 I T-DNAFE AL 2 AE 47 3 [A]
TRERAZOER, #)7Z N T REREEF B B R 5T, T-DNAZEAE )L 2H A i 4
AL R DL AR N B BE PR 2H B T-DNAZK H AR 2 BENLEY, HAd NI T-DNA v BE 2 o 2 R A
HFHIBRE] . A, B AR R R A BUARLS . ARk s
A S R A T R DR AR A 1 AR U DNA v BRI B SR Rt o e i RV W 1) 40 1 AR AIE
(T-DNAJRNAL s FRANEE DI, SN T DA R A1 38 B AR A 5 ) 2 e L TR A
MLV EENEZOG, RN R E IR = S s, gL,
southernZ& 3¢ 5t 5E B SIS PCRAT LA SR IFAET-DNAFIFE DU, 2k FPCRAG ALt A D 12
BR (TAIL-PCR, Adapter-PCR) &% 4R B T-DNAKIHBALL AL, (EE IRk Rk
FHT-T-DNAJE N B LG BRI A JE DR ),  HARAE R . FERTECK . B L R I =
1 A DAL A s T AR S T 1P e B R R ) B T-DNASE N B ) 70 T4 4iE, B
Al 4 JF K TDNAscan, {HJ&7E £ FhT-DNAJG A 1EHL T, TDNAscan AN BE IEAf PEAl T-DNAZEH A
A7 55, [RIE TDNAs canAs B PPl e Jik (R ) i 4 2 DR 2H s Bl (1) 284 o 108 SCHF R T 23 AT T-DNA
FENALSHIRAET-LOC (https://github. com/sf1i001/T-LOC) o | FH 4 FE DK 410 7%
P&« MWL R 2H e 5 FIVEE FE DRI 04 e 41, T-LOCHS H 4% 3k DA ZE A 1) BT A5 T-DNAJER A A 2
S FRHMEE B AFET-DNASE AL SR T-DNAFIAE W) 3 R 28 1 & D P read 7 1)« 4
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WFE R 8 AL P reads 7047 Bl BL S T-DNAFE A f b 7 i 1 kb AE 470 55 PR 2H Al
J7 5o FI A8 e Jk DRI /K R AEL ke 1) 4 S5 DR 210 2 Bt wiF e N RO T-LOC I e EAT T
AT VAL . T-LOCAASKRIKFEH 40 B & 1 75 SEBE M T-DNAFR A AL s (74 4 T-DNA
FENAL D, AR TA T E U BN T-DNAL SR IBEER 51 8 & A 9 T-DNA. 1 EE A Ht
PRI bR IC B T-DNAL #5H7 T-DNAZC A5 0 2 AR T-DNA'E 28 24 58 BRI LR 1Y)
T-DNAHR AR . T-DNAZ N Fr BOFH % B DRI A A < [R] PR R 06 v BXDNASS: . BiFFE N R R 1
T-DNA /v Bt ] L5 AH B4 (1) J5UREDNA Fr Bl & 5 dl AN AR B R 2H . T-DNASE A AR ) 2 K 40
RIEIS, x5l REEY) IR AR, IR YR Rk Bt ok . DR 2H A B A
YRR A RBE . MY IR R, T-LOCHT DAL LD M 5 R 4 AR 1k
WE TN X IX Se BT 70 45 BB IS PCRY™ 14 . sanger | /5 ANanopore K readilll /5 #E47 1 46
Wk, 3 —HIER] 7 T-LOCA: 73 At % 2 R E M AN o AR A 2 T A .
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3. P ERKINCHER B B FA 357 1% h A B 20w B L]

i LH, P ERMCRFEEI ORI A BN SCERBAR HIBAE (HEA40/0)  (The Plant
Cell) TEZLRIR TN (FEHp B RN PR - SCREG A Sy 20 Ik 2 IR Tk PR T A 2 871 1A
¥ K 7 0sMPK6 LA fI il /K % S 98 ) (Ustilaginoideavirens secretes a family of
phosphatases that stabilize the negative immune regulator OsMPK6 and suppress
plant immunity) HIRFFESC, o 7RG I B AR i — P R BUmALH], 00—
IR E ARG, 1 BRI A AR E KR S B 42 ] 1~ OsMPK6 I 40 il K e S 2 o (7] 39
K CHEPI40M1)  (The Plant Cell) &% J Judith Van Dingenenf@i’hy (7 /13N -F
BORHL 0B 1ol I A 20KV DKL - A e SR A7 S (R i RS MR B 2 %) (A virulence
effector resolved: how a fungal phosphatase effector promotes rice false smut)
VPG TR . T LR M B A R (ISCRES HF FOXT ., IESK T SCREG AR
it B R B T BRI RN R s B ARSI R R T SCREG & — N LAZK AR F 2%
TR T-0sMPK6 (Mitogen—Activated Protein Kinase 6) ASEAR A ES 2 IS & R
B o 24995 JE R R GL i, KA IR PAMP 5 75 FOsMPKO I B R AL, 2 i3t FLid i 26 S 8 I Bl 4
AR BT BOE AKREPURE o TR 158 B 7 A PRI SCREG Re 5 S M 25 B IR AL.OSMPKG,  1E 171
I OSMPKG 2 i, 12 £ AR B (e 14 G 1195 1T PRI 2% 5 b Ak, 2% i 9 B Hh i &K 331> SCRE6
[FVRE H, 5 SCRE6K Al — I8 MY s 20 iR B BRI 5 Ik . i e o 1 A3 i T8 B0
FEETAL,  FF i 5 R g 4R H R A KRB B U R A B3 At 7 LR .
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1. Bin mapping-based QTL analyses using three genetic populations
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derived from indica—japonica crosses uncover multiple grain shape
heterosis-related loci in rice (F B HIE 232 3R1G I =AM B AR AT
FHT R RQTL T, RKIVKREZRIERFR SR RAL )

fij4: Exploitation of heterosis between indica and japonica has important significance in
scientific research and agriculture application. However, the molecular mechanism of grain
shape heterosis in indica-japonica hybrid remains unknown in rice (Oryza sativa L.). To
reveal the genetic mechanism of grain shape in indica--japonica hybrid, we constructed a
high-generation recombinant inbred line (RIL) population and two testcross hybrid
populations derived from the cross of RILs and two cytoplasmic male sterile material (YTA
and Z7A) and then performed a bin mapping-based quantitative trait locus (QTL) mapping of
multiple grain shape traits, such as grain length (GL), grain width (GW), and grain
length-to-width ratio (GLWR). A total of sixteen QTLs and 30 heterosis-related QTLs of
grain shape traits were detected. We found that GS3, GS5, and OsPPKL2 were also
correlated with grain shape both in RILs and two testcross hybrid populations. Homologous
gene analysis emphasized two candidate grain shape-associated genes (LOC_0s06g14260
and LOC_0s04g51950). Our findings uncover multiple grain shape heterosis-related loci and
provides a new insight into heterosis mechanism of grain shape in rice.
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2. Jasmonates Alleviate the Harm of High-Temperature Stress
During Anthesis to Stigma Vitality of Photothermosensitive Genetic

Male Sterile Rice Lines GRFIER Eh & 16 = IR BHE G E B A
B KRR SRS ST E)

/. Using photothermosensitive genic male sterile (PTSGMS) rice (Oryza sativa L.) lines
to produce hybrids can obtain great heterosis. However, PTSGMS rice lines exhibit low
stigma vitality when high-temperature (HT) stress happens during anthesis. Jasmonates (JAS)
are novel phytohormones and play vital roles in mediating biotic and abiotic stresses. Little is
known, however, if and how JAs could alleviate the harm of HT stress during anthesis to the
stigma vitality of PTSGMS lines. This study investigated the question. Two PTSGMS lines
and one restorer line of rice were pot-grown and subjected to normal temperature and HT
stress during anthesis. The stigma exertion rate, sigma fresh weight, stigma area, contents of
JAs, hydrogen peroxide (H202), and ascorbic acid (AsA), activity of catalase in stigmas, and
the number of pollens germinated on the stigma of PTSGMS lines were determined. The
results showed that a rice line with higher JAs content in the stigma under HT stress showed
lower H202 content, higher AsA content and catalase activity in stigmas, larger stigma area,
heavier stigma fresh weight, more pollens germinated on the stigma, and higher fertilization
and seed-setting and rates. Applying methyl JAs during anthesis to rice panicles decreased
the accumulation of reactive oxygen species and enhanced stigma vitality, thereby increasing
fertilization and seed-setting rates of the hybrids of PTSGMS rice lines under HT stress. The
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results demonstrate that JAs attenuate the injury of HT stress to the stigma vitality of
PTSGMS rice lines through enhancing antioxidant ability.
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