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> RTE TR

1. FER AR & AR ER R A 55 (R 40 2H 3% 3% T ELGSAT
iAr: 3 H , FE R A S SR R L AE (1S S M R (Briefing in Bioinformatics))
TR KT TN “Master graph: an essential integrated assembly model for the
plant mitogenome based on a graph-based framework” HIWFFIEC, FRiE T —FhF
(1) HEL 40 1T Ak 2 Ak 5 PR 2B 1) ) SR B 5 2H 3% T2 HLGSAT (graph-based sequence
assembly toolkit) , FFNHZAEBAYIFKFEANEE T . [T K2 B 2k 5L
S FNBh )2 AR T PRI A R <3 1R B — IR 73 45 ), TE A 2 b A ik DRI 2 [1) 93 ¥ 45 R AE G B
IR Z A . MY ZRLAREE DR 20 1) RN IRAR K, 68 kb (Viscum scurruloideum)
#11,319 kb (Silene conica), MHZEFMEFEL L FAEMA %, BACHER
Ry R DEOIRE Z RO T 458 . (B IR Ymht 3 51 ) & B AR =5, SRAR R
T AR S R A ZRAARTE R 4H o SR, I AR 2R A Jik R 41 20 25 T BLAT SR i 1) 7=
A= ANBRENIRITFINE AR LA LT A, X T BRI R 2 2 7640 1) 45 1045 B LAk
TR N R, H TSRS = R G0 I AT 58 T B RIR 2 M W B A J55 DR 26 1Y) 5 B &
FIME R, IX A2 S BUE Y 2R A Jik DR 20 1Y) 56 IORE FE I i V% S5 T B 2 R A4 Jik R A A A))
2R R R AH (1) 32 SR R . O 1 SEBIRT AR D 2 hr A Tk DR 2H 245 0 13 21 S8 B PP Ay, FRATTER:
H T EAL R RS R A 3T 3, DAsas H A e s g e 2. (& B T8k
PREE T I EIR (Mater circle) AL, FRATTK: B A 26 p0 44 25 DR H Bk R 2 1
(Master graph) , HHGE 7 AT E KT ZERARDNA T Z1 IV fE 451045 B .
R B Al b, FRATIT & T A W 2 oRL Ak R DR 2H A 3 B T A GSAT (T # Hb ik -
https://github. con/hwe2021/GSAT) , BEWEHFIAH —. =ACs &R A P 4E, @
ik BT A LE T S5 e I Tl 2 2R SR A AR A 1 B T A R A T (R 4« A 2 N DK GSAT . T
MM FKFE RPN T S ohi AR S R 2 = (MMG) [B2H2% . KA ANL RS F [FIMMG
K73l 9346, 562 bpAI358, 041 bp, 7 AlEEI M6 contig, 128 Tink, AT
33t — 220 N6 F3A Fe/N EIR AN FI2A /MR . RS TF IR - 2R bR Fe 8 Fr B
(NUMT ) 5% S i s Jak AT 26 v [m] Y0 245 A B AR PPN A AR 9 (1) 52 00, 17 7K A FRINUMT s D) 52 i AH
LSS o PSRRI R AR I SRR 7S BE (MTPTs) SMMG I PEAS A 5210 o X B A T
TEREHAERHAT T 08, GRER, B TAREERA RSN, MMGEE 4 I B
FLARMMGEE M =18 2« IXUEZE e iy e | RRIAR SR 20 4 T 45 M I 2 FE I . XTI FERR
ARFNGAR G5 A 1 23 At 13— 20 3 1 /K FEANADL g T b A 256 DRI 2 Hp 1) 22 B 4, T
A R MLAEMMGH (FE2) o AHIF 5T N 2H 350 N B T AL REL A A R A 25 R 2 SR P4k H v &5
PR SR AL T — AN SO R LR, e SRR AL R D e T B T B B
fihe JEPRIZH AT LS B ERIe SO — R, IR KSR I 7T 1R SCE IR
FER AP 5 M 3R SR T GRS R A A A RS S T A
A FAFE] T E K AARIF RS WIITRFERE ARG Z i 2 F BRI R B 0
AIH MR 8 https://doi. org/10. 1093/bib/bbac522
RIR: ER MR BRI A Y 2 R 4B B 53 Bl
RATH#:2023-01-31
R
https://www. agis. org. cn/xwzx/kyjz/6a8fd3ef683e47c£93879d34d8ca73b8. htm
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2. BIRT2THE:F AR E LR PR RHE

fEifr: FHSEEEFE (Brassica rapa) @5t BRI h & AMBTERAED 2 —, &K
] R ThI AR e R (R FH B3 o M N2 B2 @ AR o 5 — A 5 jlidi DR AH I ) P A (Wang et
al., 2011) , FAXSHERYL (Chiifuvl.5. v2.501v3. 0) A ZEEAEY) % R 4T
FUAN I AL 2R B 0E B A, RN o S R AR R R A A A T AR TRt 2 2
%, HEARSERERA (Chiifu v3.0) JIAFEILE AN AREZERE O, H105%546
PR 2 R g5 M A A e i H, R RO BB 855848 it 78 B 7+ B AP AT 4]
PAFEAE YL 008 B BRB AT (R AEIER)  (Plant Biotechnology Journal,
1F=13.3) AR T —FB~N “A near—complete genome assembly of Brassica rapa
provides new insights into the evolution of centromeres” HIHFFIL L. ZWFF
AT R e B R R A, 487 S 2RI DU gL R R . 1% BRI FHONT
AHI-CAE I Fr 245 & WAL 3 5ng, 3R1G 1 ART2THF A Chiifu v4. 0. ZEEE A S
424. 59 MbJ¥ 41, 12%kcontigs, FContig N5SO{EH A38.26 Mb, & H Al ORI EE 8 Ik
PRI R ). Chidfu va. O3EAN T Chiifu v3. 045 K Z Higap, 56 1 84 YL thu ik M ik
Wikl ) T B AL, DUR 25 P BRI AE — DR D2 2R % H AT oA 58
B AR R AR . T E3EChiifu va. 0FERIZH, IR 90 R FI A 385 22 b [X 3
FEE EALEMCRME R LR s s ik ECEAN [F] SR A (B R 22 00 e 41, B S S A
()56 22 R0 3 FUABAL I ARG, Ui B S8 A () 2 oA B35 s #E— 2D AU kI, A5 2200
X 35k 3 B E HECopi a2k M HILTRs, T2 L2 00 X 3 3 B E 4 Gypsy R WLTRs, 1M H &I
22 R0 X 3B L TR s 9 N B () 200 S5 W 102 o 22 b X3, X SR 85 RGN, SR 22X
W& A PO, TILTRsIEA T fe2 FECE i s b IR Rz —. 53R
R AR Se B T2 TR R A, R adE T FRATINS 4 22 b 55 v B2 R 45 /LI Chiifu
v4. ORI 2H Oy s D e 2L RN A A AN R — 20 0 T B A AU B € 7 A6, g HEsh L
f 22 EE SR AR IsHE B M I PUd R R Hh LAV RF 2 B gk S AR T 5 P I S
sk AN ZE N RN TS D ORI SCIR R R — AR, EWe s 7t o2 A s a i 7t 02 i@ AR .
AR R T E K E m AR SEARIEESS O G TR H AR R S R A g
S SCRE. JESCEERE: https://onlinelibrary. wiley. com/doi/10. 1111/pbi. 14015
RVR: B RO B2 Bt B ST T o T8 A R A

RATH#:2023-01-19

R

https://ivf. caas. cn/xwdt/zhxw/17aad37albd042b7a76323941d6£1940. htm

3. WEARRTK/DN ZRBA B = N B P R F L)
e EH, dE R RS R Z Bk N =B (HAR-EH)  (Nature
Communications) AT FRZFR 7N “F 5K IA FJALCATRAZEE (Rl i 4% 58 AL R 5 2 7
(Pollen tube emergence is mediated by ovary—expressed ALCATRAZ in cucumber)
RIS S, HE7R T 35 N bHLHAS e [K-F-ALCATRAZ (ALC) IE[AINS T 3 INAEH: & 7R
SR 7 R, JRE I L AP B AL R 5N IRCSRALF4/ 197E -1 b A% inid 3 1Y)
RIERIEHEMESS T IE . DGR T YT 5 R AENH T BRI . 05, 168
AT PN R A P 5 ME S P A T T e YR B R s R 3ok B MESE BV 2R
FAE SIS, PRI AER B AEMERSE N A2 312 1€ 1) 1T 32 BRE HE TR 10 o ZESU R I
o, AR PR S IR BRI AT, MEPEA SO TR T 0 IR ER AT 3 ) (FER T HEN T 55
BTS2 B S 0D MRER R ORER—XE—IRSIERE R TR o A, EXH MR
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[f], A —NEEREEN B, FRIEEHRE “%H” (pollen tube emergence: fefy
B USRS ) pR AR T G R BRI ER T I AR, 12 MR, B R HRE K 3 METE
YH AR FE R I 1) Y 450X — AR ) 22 R o A 9T B SN TR AR S P ) e A AR AT T
TEAE R, RNl bRl T IRERET S M) B8 “ZFd” MRk S SEd R, &
A ETEMESS N AR SE T — R R T O R S . SRR OB S RA AN E, 350
GEH Z T =AY BE G T R T A& HETE . 58 P AE s iE A a4
NN AMUFI A s il . BBk fa, #EN T BITER B SV A N8 T A i 2 B
SEITIRER G AMNEE , F8 PG, FER S SO JE SR B 5 1) () S5 G ) % T e
] IR ER BT AE A B ORI ) , X AN E € ) i R ar 4 3 e “ 28”7 (pollen
tube emergence) o NIRZE N _EbHLHEE R F-CsALCHIZIRE, #)FCRISPR-Cas93E [X] 2
AR T CsSALCHIRESRR R RAZA, 12 TAZARMEEE B 1 FEAK T 95%. £E40 8 L8 1) R i
WYLt R IAE Csal c MERE P IEAH (P40 K &0 %5 FE AR LU BF AR B TR B B 22 5, (HLEE /D 22 )
ek EHNMERPIIN G . E— DWW R I, 1ECsal /MU TE ZEM TR & H g T (F
SRR ZEAH, FHAUIWT HH B ] IR BRI 1 (P 35 s T+ D5 i V) o (R ARk AR 215
il CE S M@ T FF A 1) R v T R BR AL LB, RILHIERME “ZFH” BhfE. XfCsalcfk
oA B T ) T 2RI M s £ S TR Csal e N G IR A& BT I A2 - o A i 20 3 L 485 R T A5 N 4 i A
RSB A RTE 2, (BRI RNMER (2R & EIR MR s N P2
P EN28S S WT Y 22 S RIB HE BN, L — AN A PR Bl A IR 7 1) 2 [FI CsRALF 19 [ L 5% & [
U5 B [K| CsRALFAE Csalc 1 pf W R IE &2 N il . 54U F JFRALF4/19AN R 1 2, 3K
CsRALF4/19F T fEAE ¥ o m Rk A, AR T 55 AR il 18 3 B 23R A . Csralf4
Csral FIORBIARI N TR MMENEAT, HALWME L0 KMERIE, 2R
RN TR e B 7 T SR TF IR TR 57 . A&, Csralf4 Csral f19X AR A
MEVE B 1 T B T 60%,  HCESE PN AR 48k B T PR, PR EREE ) R AR, B
CsRALF4/197E 38 NMESSLHZR N BT D RE o 25 b, 2 54 R 1 CsALCIE /- SAER & “ 5
7 b FE DL S AR 3E/NIRC sRALF4/ 19 7E ME S A% 4 i A 1 R IA SR IE 145 38 INMESS B .
] A M R 27 B A 7 A ) /N RIS SR SO A1 B8 — A3, T R BH B 2 fgk /s =2 20
FONILFIE RS . A AR R E R E S R EXARR RS0 H 7.
RIR: o E AR
RATH#:2023-01-18
R
http://news. cau. edu. cn/art/2023/1/18/art 8769 896610. html

> FRL#
1. Understanding RNA editing and its use in gene editing ( T f#ZRNA%w
& AR R g RN )

f#i4: RNA molecules regulate and participate in a vast array of cellular processes, and the
scientific community is now well into a new era in which some aspect of RNA biology—as a
tool, therapeutic, diagnostic, or central player in fundamental biological processes—is
becoming increasingly important. Any abnormality in RNA often results in a deficiency of
protein production, which may also cause various diseases. Among the various types of RNA
processing, RNA editing is an enigmatic reaction in which the sequence context at the RNA
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level is rewritten. This review summarizes our current understanding of RNA editing in
various organisms especially focusing on C-to-U and U-to-C RNA editing in plants and
pentatricopeptide repeat (PPR) proteins that are responsible for target RNA recognition and
editing reactions. An overview of the recent developments in synthetic RNA editing tools and
future perspective of the use of PPR system for gene therapy is also provided.

HKI&: Gene and Genome Editing

KA H#A:2022-12-01

B

http://agri. ckcest. cn/filel/M00/10/1C/Csgk0GPcvYeACzPGAAdhpTVD79k924. pdf

2. Salinity acclimation ameliorates salt stress in tomato ( Solanum
lycopersicum L.) seedlings by triggering a cascade of physiological

processes in the leaves (S HIfL Bt 31 R B — R A4 B LR
g SR E SN

fi4i: Salinity stress remains a major global impediment to agricultural productivity. Recent
studies have shown that pre-exposure to mild stress primes plants against subsequent stress
events, this is termed acclimation. However, it is not well-known if cultivar differences
influence the salinity acclimation process. Moreover, the key regulatory physiological
processes underlying salinity acclimation in tomato remain unclear. Hence the present study
was aimed at investigating these phenomena. Tomato seedlings of acclimating (Rodede) and
non-acclimating (NA, Heinz) cultivars were pre-treated with 0 (NPT) and 10 mM NaCl (PT)
for 7 days and then subjected to 150 mM NacCl for 14 days under hydroponic conditions.
Shoot dry weight and mean growth rate were remarkably improved only in acclimating
cultivar Rodede while no significant differences were induced by PT in NA cultivar Heinz.
These were coincidental with considerable reductions in leaf Na + concentration in PT
Rodede, but were nonetheless 2-folds higher than in Heinz. Therefore, the much better
performance in acclimating cultivar points to an efficient sequestration of Na + in the vacuole,
thereby preventing cytosolic Na + toxicity. This was further supported by hyperaccumulation
of proline and activation of antioxidant enzymes in PT plants. Consequently, PT acclimating
plants accumulated less H 2 O 2 in leaves and suffered less membrane damage. Unlike in
leaves, despite remarkable reductions in root Na + concentration by PT in NA cultivar, lack
of accompanying improvements in growth suggests that in tomatoes, key physiological
processes underlying the acclimation process were operating in leaves.

HRYR: Scientia Horticulturae

KA H#:2020-04-30

B

http://agri. ckcest. cn/filel/M00/03/4A/Csgk0YgzcSKAZ1izAAOpiRQABHo760. pdf
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1. — AT A 0 e DNASE & 15 K8 1 7 5 2 F
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B AKETAWE BRI, AT 7 M A RAEY) P DNARE &5 B 78
Fi&, B FPIR: 5 LR () 52 R 200 7 13 51 0 3] 5 REL 400 1R 2 DR 21 1) A
DRI AR P B 5% B, 7 L St 1) A 4 32 IR 2H R 26 328 TRV Ak 2 471 I SCR; AR 48 SCRXGT LU A7 B 4
SCRZM4H ;s F5NSCR I3 2H H 45 2 SCRA A LU 1 72 910358 43 4% B8 7 1 B MK BIREHES ), T
RERFIIRIAK TS, WERFHSKF 58T —NSCRIEA; &4~SCRIVZH A K i)
A B 380 e e DR 28 A 1) 7 205508 93 A5 T LG G A 47 e R 2L R B 6 DR 484 72 1), AR SCRAIE.ZHL L
Xof 3 it 2 DRI A R AEL ) 22k RV AH ) A5 B RS 2 DR N A3 I8 o AR W 79 mT DAV A
FE BEDRE ) 22 P NS TS50 BUr TRHIE

KiR: EEM

R AT B HA:2022-07-12

A

http://agri. ckcest. cn/filel/M00/03/4A/Csgk0YgzcuGAWZRcABum4Qs jhnU638. pdf

2. —PiRRBEEFEYIFF o -RRSERTE

fBifr: RKANTF T —FE SRR o —WRRR &= 7. Sk, 2%
W FLER R ik &omega ; 3 IR TG I AU B HL R R B & S NAEY 043 B /E IR 7L RF
F 1t Rk iR &omega ; —3 i 177 R M S iy 25k K] (%) 7 Rk DRI AEL A7) 5 P i B L RS R ik &ome g ; -3
A 77 T Pl Sk AT ) 3 T8 B FE AR D FLRE S MR )3 B 1 SO R T 2 i &ome ga s — 31 117
PR AR R R . AR CL R M7 5T, & T o - RRER R A A 7= Fi s B ] Ae e 18t
FE R e o —ERRIR & B B R R EYD

KIR: fEHEMN

RATH I :2013-03-20

R

http://agri. ckcest. cn/filel/M00/10/1C/Csgk0GPcyzWALveUAEN3HVi1QkU196. PDF
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