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1. PEIRRMBHE R & 2 2 B R 5 8 #0% B AR IR AR S8/ RQTL
TE AL F fig 146 5k PR TR 7 ThD B4 i3 F
®A: TH6H, HZEBEETEBERBIBAE (Horticulture Research) LfFEZRk 3
N “QTL mapping of fruit aroma compounds in cucumber (Cucumber sativus L.) based
on the recombinant inbred line (RIL) population” HIWFFEIE, FEEE KR ELHFES
QTLE S BT 78 e A 1 25 DR F0 7 T AR B dh R, AE 90 45 R Do v TSRS S XU £ R $ it 4
o JHURR T AR TSR S 1) B B €, R XU i T 1 B A R 4y, RISV
TGRS DM E LR R —EHUSK, EIEEFWITE A AP — B2 200t
FOHE I E S (B Qna] o R AT 2 SR ST B B AR, DA . [ P 4 T 3 %60 SR S i A
W = T S ok, R — BV E B A T 1A . T BRI COIE IS A SR Ak
(R COMEE A A A o ISR S S R B AR RS 3 o AR T H i B8 TR S 2R S
A BN ERAL S (QTL) S i B R (It Fe it R b . i 72 T-Q16 X Q24 4
E A R B ) E N P R AL A 1 v 3 P st A PR o ik T PR LA 1) 06 T 3 TN = g
KESWIRAE20194EFK (2019a) FI20204EFF (2020s) MADZEiKI28NQTLs. B4
FE6SE YLtk |, IR ELQTLs R T A2, 11%5139. 30%1 A5 7, FECORE KA H,
HI B — N 5COMFRFFMEES (B, Z)-2, 6-nonadien-1-ol KK FERMQTL, &N
qol8-2. 1, ilRZAESYTII1L. 76% (2019a) A117.53% (2020s) - qol8-2. 1fiF
Jeti k2 Fmk190FImk2044710 2 18], ABAALEAEL9. 80 M 25. 53 M [A], L I K2 4
R, ZXEAFINNEASHER, HrhCsLoX084 K £ iA/KF 5 (€, Z)-2,
6-nonadien—1-ol F i 2 EF IEAHI, HXEEHHICSLOX08H I 7EXE ] AT 5N FE R
A2 5. BAh, 5QI6AHEL, 7EQ24 DNAJERRZHMIEE NN & F KL 78 bpHifdii AL R
DA, A CSLOXOSHEN Ay qo18-2. 1AMk HE (K . JET-CsLOXO8EE DA L SR A H (14 N
. AR T — N DIgetEInDel 0 Fhrid. F: T % InDe 1 FRic Xy RTLAF A H 1E47 2L A
AL, S5HR M, CsLOXO8TIRE&qol8-2. L4y s ik, HIF K IMI)EENEInDel 43T
Fric Al VE NCOBE 2R EH S (B, 7)-2, 6-nonadien—1-ol & &M T B MIFIEFRC. %
B 79 AR SE S A ORI B8 T BRIt . PRBEEER N ZR Gl IE
LW U PNV ZE VR FONIZR SO L RS — AR . A ORGSR
R EEERBIFEEEESN T . JFOCEEE: https://doi. org/10. 1093/hr/uhac151
RIF: PUALRAREE R [ 22 P
AR A :2022-12-02
Eo0'8: 30
https://news. nwsuaf. edu. cn/xscg/3b6fad3d26414bac83313al162d62ab16. htm

2. PHIERMBE KRR Z2REE2HERANANESREERS
THMNSKREELMEREBEDIHERTLR

®if: 11H21H, [Z2ZE BRI BAE (Horticulture Research) L7EZEKFE
il “Combined effects of temperature and humidity on the interaction between
tomato and Botrytis cinerea revealed by integration of histological
characteristics and transcriptome sequencing” HWIHFF IS, #Hx T IREREE

WA NS KE W EAENIE, 8225 e 2 8 I e Gl e, LR A
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VTR SR — 1R« IR T A RIRIR AR & 2 T, Bt AR 2K 55 1R 1) 7 4
M 2 % 95 JiR B P14 Gt FR AR AL, B e s i e A S ARG IR S AR & 20 il I i S RO
5 M 2 R 6 B A T 5 ) 4 i 7 A 0T AR TR (R e, I PRI S 1 B 3 AR RE ) BEAE
58 SR 18 R T 2 PRI ) A A K FE AR T ORI () SRR 7 AN K B A PR R 2 R B
(B. cinerea) FlEM)—F EA M EMIAER R, SECEEMEE. W87, SR
AP RAR K A 5% o I R AN FE R R MR R A)— o Jir B ELAE IR A B AR I 3%
IR SR K B0 R A I 2 BRI 2R A, 1 R A N AR 5 T ) AT A R RH T 22 A K S R
SERITE AR TR R o IR PRI, o AE AT AR T AR W A G VR IR
IR 22, SRR SR eSS FKIR SR AR A AR Re A AW A E N i R A
HnRE P, (AHIDHIHLE ] ReAEAEANE . VIR E VR Y R BAE R
HEEMA, MY SERECEERRST, WEEY S EERRNFESY.
L dual RNA-seq I ZRA4 3% I HL B R 2558 B LA S R a-b &5 &l H ARER I Dt
RHER B, KRR RES T SRR S N B A SRR ) R AR, SRk
(180 S5 8 8 DR AN 5 5 R 118 B R Dy 2 0 0T 0 85 T 42 4% 1% 7 A0 Wi 12 DA 3 B A A T 5 TR B
(RTE o FEA AN B B 2 R A HE Ao S TR 42 28 (1) A5 38 B i Dual RNA-seq %8 7€ Hi LAXTH
AR IV 22 5 it 4 B A2 1 DR AR S MR A B 2 1 S 38 0, a0 R AR A
it B PR 5 R R 5% LG IR = R S IS 0 v A 4 i R O T G DA AN AR % T R I
o i 2 ek FEE AR PR AN A S5 M L A0 T D T (100 7 i [, 19 A% A PR s M g o T ) 2 24X
WAIZBURHLE . SiREEAESARES SRS EE T RKERAA EEEYER
sesquiterpene BOT M1 polyketide BOA, 4l 1 B RANEAE 1. M= &
0T b K B eye LinfAHREE R I8, FRAIC 7w & T Aol . (IR =B & T
W T %5 1R LABCATG8 A AR I 4 M 73 AU L R, B 22385 5 B WL SR e i A & I 1T 2240
PR 08 R e S R AR S BT T e S VR FE AR A X i S KR M HAENLEE, 18
7 1 e i e R S RIS A B B AN B (0 14 iR R L T 452 G e 1) B o LR
) B g 20 T R 4 ik 2 A 400 o 2 A A e ) R A it B g AR R i A 3 S
OB R E K E R W Rt R B H R B RS B
https://doi. org/10. 1093/hr/uhac257

RIRK:  PUACRAMAEL K 22 205 B

RATH: 2022-11-28
o9& 2%
https://news. nwsuaf. edu. cn/xscg/3c04e1b24f514da8b7a3fcf43b9e8b74. htm

3. PHIERMBHE R ZE 22k B8R REHB R 7R B REREH
JRH 32 E KDL

s L, b2 b SRR 585 5 g% & Mt 7¢I AE [ Bran 42 30 7] (Plant
Cell & Environment) E&KF TN “Melatonin delays ABA-induced leaf senescence
via H202-dependent calcium signaling” HIBFFIE L, 7~ 1 HEE KiETH202H1Ca2+
GBI G N 2 RO oy R AR KR E TR E Y B
Mg #K (Cucumis melo L.) R EEZEMEZEY. KR, Sk, T5F. WA
FEZ MW 5 RGN B, BEIO"EARL M. BikiR (ABA) 2if T
M 2 R R 2 — . TR R AR R SR AE AT i 3 i R b S ABATEEFE L
TEH, BHAERPNEIAEE . TR ISR B K T DR R G 1T, ZEZZABA)
BT ETCS A B e . Mk EEABAIE T, HEMEZE T [ #ltKrespiratory burst
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oxidase homolog D (CmRBOHD) MRk, {RiFH202FR B HEE R AIH20285 AE % S 4
R Ca2+ ([Ca2+]cyt) MUARER, 1M Ca2-+IE I F0H| FIFRIY T 48 22 K AIH2024E 22 H H
B IVER - 7E U TF ik F A I CmRBOHD &L (K 15 5 T [Ca2+] ey t A B F 1L L840 By Fr
FrEEE, ARSI A AtRBOHDJE DA s S M) 1 ABAME T 4B BE F X [Ca2+] ey t FI5 S FIXT
M AE AR . oAb, HEEEZK . H202F1Ca2+iH] T ABAIF S KK+ MR A4 i SE T
CmRBOHD 7 i it 2 15 FA t RBOHD 2 K| 5 2% 43 7 # R O 1 7 ABAXSK+AMARL I 5 5 o 25 1 Fr
W, Z AR TP RR B R AE L I 5 2 L. 4R EK AT DL S CmRBOHD ¥ £
IKFIH202 (A 2. H2020088 i S 1 1 [Ca2+]cyt#l B, HIHIK+AMNAMLIMIET:, B
FEZABAE F I 2. [l 2B 2 i BB e GRS, 1L AR SR R
WX . S RER T ERIAE ARG R BERARBI RIS, B
BHEOE HIBN . Bevi s 5 ERH RV MBI K22 9 2 S0 H % 0. 5
EERE: https://onlinelibrary. wiley. com/doi/abs/10. 1111/pce. 14482

RIR: PUALRARE K 2% b

RAG H#:2022-11-17

o9& 2%
https://news. nwsuaf. edu. cn/xscg/e9e73cal060a41a28cda2d24a593baeb. htm

T FRIHK
1. Transcriptomic and Physiological Analyses Reveal Potential Genes

Involved in Photoperiod-Regulated p-Carotene Accumulation
Mechanisms in the Endocarp of Cucumber (Cucumis sativus L.)

Fruit (BN i T 38R ()N Cucumis sativus L. ) L
WREHSE5AMREZER B -HE b RN BN KIEEREE)

i f: The accumulation of carotenoids in plants is a key nutritional quality in many
horticultural crops. Although the structural genes encoding the biosynthetic enzymes are
well-characterized, little is known regarding photoperiod-mediated carotenoid accumulation
in the fruits of some horticultural crops. Herein, we performed physiological and
transcriptomic analyses using two cucumber genotypes, SWCC8 (XIS-orange-fleshed and
photoperiod-sensitive) and CC3 (white-fleshed and photoperiod-non-sensitive), established
under two photoperiod conditions (8L/16D vs. 12L/12D) at four fruit developmental stages.
Day-neutral treatments significantly increased fruit B-carotene content by 42.1% compared to
short day (SD) treatments in SWCC8 at 40 DAP with no significant changes in CC3.
Day-neutral condition elevated sugar levels of fruits compared to short-day treatments.
According to GO and KEGG analyses, the predominantly expressed genes were related to
photosynthesis, carotenoid biosynthesis, plant hormone signaling, circadian rhythms, and
carbohydrates. Consistent with pB-carotene accumulation in SWCCS8, the day-neutral
condition elevated the expression of key carotenoid biosynthesis genes such as PSY1, PDS,
ZDS1, LYCB, and CHYBL1 during later stages between 30 to 40 days of fruit development.
Compared to SWCC8, CC3 showed an expression of DEGs related to carotenoid cleavage
and oxidative stresses, signifying reduced p-carotene levels in CC3 cucumber. Further, a
WGCNA analysis revealed co-expression between carbohydrate-related genes

BN RERINVEINHRRS RS http: //agri. ckcest. cn/



https://news.nwsuaf.edu.cn/xscg/e9e73ca1060a41a28cda2d24a593baeb.htm

(pentose-phosphatase synthase, B-glucosidase, and trehalose-6-phosphatase),
photoperiod-signaling genes (LHY, APRR7/5, FKF1, PIF3, COP1, GIGANTEA, and CK2)
and carotenoid-biosynthetic genes, thus suggesting that a cross-talk mechanism between
carbohydrates and light-related genes induces p-carotene accumulation. The results
highlighted herein provide a framework for future gene functional analyses and molecular
breeding towards enhanced carotenoid accumulation in edible plant organs.

HKIK: International Journal of Molecular Sciences

KA B #:2022-10-22

E-9'&:3F

http://agri. ckcest. cn/filel/M00/03/47/Csgk0YgCbL6AUX0—AF j1tEhDg3Q080. pdf

2. Luffa rootstock enhances salt tolerance and improves yield and
quality of grafted cucumber plants by reducing sodium transport to

the shoot. (22 JNES AT R0 80 1) i b 38 )%, B 50 i B s TV
I £ 1, == ER R R)

4. Soil salinity severely limits crop yield and quality. Grafting onto tolerant rootstocks is
known as an effective means to alleviate salt stress. The present study was planned to find out
the potential roles, mechanisms and applications of luffa rootstock to improve salt tolerance
of grafted cucumber plants. Here, we screened a highly salt-tolerant luffa rootstock by
evaluating the growth, photosynthetic performance, antioxidant defense and the accumulation
of Na+ and K+ under salt stress. Reciprocal grafting between cucumber and luffa showed
that luffa rootstock significantly improved the salt tolerance of cucumber plants, as evidenced
by higher fresh weight, photochemical efficiency (Fv/Fm), and lower relative electrical
conductivity (REC), which was closely associated with the decreased accumulation of Na+
and increased the accumulation of K+ in shoots of luffa grafted cucumber seedlings, leading
to a lower Na+:K+ ratio in shoot when compared with self-grafted cucumber. Furthermore,
grafting with intermediate stock of luffa also sufficiently alleviated cucumber salt stress by
reducing Na+ accumulation in shoot and the whole plant but increasing sodium accumulation
in interstock and root under salt stress, fully proving the salt tolerance depending on the
capacity of luffa interstock to limit the transport of Na+ from the root to the shoot. More
importantly, luffa rootstock improved the growth, yield and quality of grafted cucumber
plants grown in pots in solar greenhouse as revealed by increased net photosynthetic rate,
plant height, leaf number, yield, Vitamin C and soluble sugar but decreased titratable acid
under both salinity and normal conditions. Together, these results, for the first time, clearly
demonstrated that luffa,a new highly salt-tolerant rootstock, enhances salt tolerance and
improves yield and quality of grafted cucumber plants by reducing sodium transport to the
shoot.

S¥E: Environmental Pollution

RATHBI: 2022-10-11

SR

http://agri. ckcest. cn/filel/M00/10/19/Csgk0GOruB—AFBWdACq9STD-0Ug737. pdf
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CAULIFLOWER (CAL) J& PRI/E 9 %5 s AR S AL BT AS AR SIS, A H P HIRZ
A1 (SNP) A7 s BUAS [F] BYFE AR AR SR SN BT I I 45 58 o Ak BRI 7 T LACAL P AR BY V) % 55
A K ECAEAE AR SEAE BRI R 1 25 58 A B A
RIR: fElEM
KATEH#A:2022-04-05
R
http://agri. ckcest. cn/filel/M00/03/47/Csgk0YgCbqb6ATVKtABcdgy jKqcY627. PDF

2. HAGOIEHSEERT R IMIR K InDel 3 FAnic X 5| ¥ n H

fBifr: ANEHAT T B EEMEAEER AR LR InDe 1 73 Fhric L H BRI . Ak
B SRt 7 0 FhRic i vk, A FREF2 BREAR; JRIMIT; 2 SHH ARG
G343 B A E AL IX 8] N InDe LARIE T K, e f3 25 B B AE RIS AE BRAD S MR R %
HER) InDe 1 hricPur?28, HAZH LT 4 NSEQ ID NO. 17w, HoX R 51 % H IR 7
F 43 HINSEQ 1D NO. 2F03[T7R . B AR (¥ InDe 140 FHR1C i 51 M Re Ao HRIE . HER 158
JE [ EFERPRAEERAS AR, FEAERBSE 4 i Bl vl AR AT TEERAN AR 45 I T E =R o B2 U
AT R RIIRIE, HAEW R, HERYER . SCIRAMICER. 2 TR

KIR: F 5

RATH#:2021-11-05

EDE:F

http://agri. ckcest. cn/filel/M00/10/19/Csgk0GOrud6AGRxxABtNT6GzR 0115. PDF
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