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1. BHIFTHERE. SRR RSN BUR K REEAL U )
ganm Nl
M EH, PEKET R R A IR EPlant, Cell & Environment HIT) &%
TN “Dual impact of ambient humidity on the virulence of Magnaporthe oryzae
and basal resistance in rice” WIBFFRC, ZWFFAH/KFE-—FaIEm B R 4GE, fEMT
T IRERIR R AR R AR LR o BT BB B R A IR, AR T, R
o B o A AT IR T U L, AT AR B/KFRB I BE JT 5 1E iR 25 A 1 ORAFIE s 7
B TR B e NAIB IR, 7K HE O 05 5 @ A2 B EIN2 MNETL 1 S5 AR R o W & 15 5
Tk, WG IR PR, KRR I PIVESG 0R: T SR AR T, FER
B AL A TR B R TE & B, SUbRIRS, KRS L6155 @R R A R Rht
TR 5 S 3RIE, IKFEIEREDTIE PG, & FEUKTE T 5 BRI . 0 R,
Tt LI CORGSAAND) R4 a5 11 T AR ARG IR I8 I AT RO o X a2 IR
< B IR B B0 ARG IR0 B0 I RUK RGP A B, 7R T RER I SRR T
S5 KA 5T HLBE, RIS A BR AU AR AL St R SR A R Fmm i At 1 B2
(R 1 LAl
RV H E K FE TR
RAG H#A:2022-10-10

o9& 2%
http://agri. ckcest. cn/filel/M00/03/40/Csgk0YeakX6Ab0ifAAGTsMIR xY368. pdf

2. JKFEM NI RS

B E R} 22 BB AL 5 R G AT T TR A R 4 2 [ 5K SR S e A T A2
XoF 380 2 A7 FK B3 SRASARBEAT KINA %6, IRAF —HENO B B SR ) i v Al AT T R AR
o ZFIBAFINOK B BRI R A A noel (nitric oxide excess 1) HIBFFEE, 5
AT, JKFEM FHROSTE B AL E ALY (Catalase) DhReEkE, FELIH20224FM)
ROSURFEFH 1, 175 FNOF= AL 3 51 i 2 AN AR P AL A A8 T (PCD) 85 5 1) A Ak &
i, {RFEAMMIIET:, IXYRNSZ S5ROSIE S M4t T AR it 7 28 i E R (Plant
Physiology, 2012) o Xf% —NOF B A fKnoe2 I H w7~, Hnoel 582 H - H4H
MEAE T 73 7 HLBE . NOE2 % i — /> & 45 NB-ARC 45 #4 38 ) 28 I RLS1 (Rapid Leaf
Senescence 1) , ;& —KPitt (Resistance, R) HH. MHEYIRE H A EA G i) iR
FRIE 2 — R 5] B8 V. (Hypersensitive Response, HR) BUZHUAET:, [RINTFEpEE
ROSFIRNSHIFR R . A1, H FixbX — R 7 FHl e $ o i —Bat 5i &, RLS1
THRERAFHRAL (RLS1-D) fi & 1 7K Hh s e g i) SR B S M A BT Chigh-Tight
dependent HR-1ike cell death) , HAKHE /KR (SA) TR 2R SNPR1 (Nonexpressor
of Pathogenesis Related Gene 1) ViHPEFIRAR] (Required for Mlal2 Resistance 1)
HIThRE. W E XS RLS G ¥ #-F (suppressors of RLS1 activation) WIfiiE, Iw
% %Root Meander Curling (RMC) FE[Kl. RMCHwL—AN & &M AR ) 2R Wb EE
(Cysteine-rich Receptor-like Secreted Protein, CRRSP) , JF{EANRLS1ZE&HEH
RAIEAER . RLSURIRMCHE [F] 223 3 3 W 40 g 8 S s e 3, R ifa st Tod 72, 35q
FUEALEGAPX L& It [, AT 38 7% T NB-ARC-CRRSP{E SR i85 /K Fg 4t o S AL RS« 48
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http://agri. ckcest. cn/filel/M00/03/40/Csgk0Yea j2—ASnHKAAUONOkZaHES26. pdf

3. JKFELVPA4ZE RIRFREA =B M 5 i

i 9OH30H, HERNEEBAEVIRL LR TR /7 8- BoR 5 N AT H A5
FHIRFALEAE NGB IR 7 1 /KAG A= B AL R R e L SRt PR i 4 F 388 ok
= B AN B AL, Dy KRG e A0 B PR AR SCRE . AHRHIE AU RURAE (M)
AF (Plant Physiology) » fEZR R K. /KiEr= BN EdRE, S 2. FE. ik
R AL 0 R 5 HAP o0 RANWTEE S R o Y5 EUE FR KR G - FOR i, B R LR
REREORIEOAORE B, R T B PR IE R AN B RS RO/ NI, TR PR TRIEIR S
FrERRERIEMAES, wEEHKRRMR E BN, WK R LE,
XK FERE = 7 B A B IR T B S SR, P K R R K 478 AR ) 7 0 T AR L A
(1) v B AN /A HRGE  WF TN SR R B T — AR /K R AR SR 4R 8 ) R S0 TR AR AR ) 2
[RILVPA4, i%H:[R 54 R RINALLSRAT o i DR (1) A AR 5 FOG EAE AR AR L, SB35 38
T RRSURAEE AR B T AR (2912, 7%) L BERREURIE (Z917. 2%) \ RERHSIHL AL (4122, 5%)
SRR AR TR 2 DL S A 2 A S i MoK AR & &, REOR. . ik
R AR . IR, ZRBRE/N XA RS = = IIRT. 6~9. 6%, [FRJEH
G AE B ) A FE B BRI A7 AE ZEA v i AR g5 R il K AL S a8 1 i 1R 78 12 32 2k
Firp,  FPRLRE A 2 BRI AR 78 S FE AT, NG 1 ABK it o 1 7T SR BALVPA4FR.
ANFELEIYE . R WRIR P EER, RIS $Em 17 KR S SRR BT, fEKRE S
PR E Fheh B N H A .

KR BN R =B AR T

RATH#:2022-10-08

E-0'8:: 3}

http://agri. ckcest. cn/filel/M00/10/12/CsgkOGND3 SAVH10AAOnnS1YtYA128. pdf

> FRIM
1. Hybrid breeding and cultivar diversity in rice production in

China (P EKBRAZ B M5 @A H)

f&j4r: This study determined the effect of hybrid breeding on cultivar diversity in rice (Oryza
sativa L.) production in China. The results showed that hybrid breeding led to increases in the
Shannon index of cultivar diversity by 29-184% during the period 2011-2015 compared with
the period 1986-1990 for 10 major hybrid rice-producing provinces in China. There was a
significant exponential relationship between the Shannon index of cultivar diversity and the
number of hybrid cultivars and the total number of cultivars across the 10 provinces and the
two 5-yr periods. The results of this study also demonstrate that hybrid rice breeding resulted
in a cultivar diversity that came close to saturation in some provinces, such as Anhui, Hunan,

EXHR RERLEWHRRSE RS http: //agri. ckcest. cn/



http://agri.ckcest.cn/file1/M00/03/40/Csgk0Yeaj2-ASnHKAAU0n0kZaHE826.pdf
http://agri.ckcest.cn/file1/M00/10/12/Csgk0GND3_SAVHlOAAOnnSlYtYA128.pdf

Jiangxi, and Sichuan, and highlight the urgent need for a reconsideration of the development
of hybrid rice industrialization in China to avoid wasting resources caused by overbreeding.
X¥E: AGRICULTURAL & ENVIRONMENTAL LETTERS

RATH I :2022-05-18

SR

http://agri. ckcest. cn/filel/M00/03/40/Csgk0YeY0GaAFrPxAAcfQBpi jzU842. pdf

2. The Elite Alleles of OsSPL4 Regulate Grain Size and Increase
Grain Yield in Rice (0sSPLAZEAL IR K BRAFREZRE)

f#j4: Grain weight and grain number, the two important yield traits, are mainly determined
by grain size and panicle architecture in rice. Herein, we report the identification and
functional analysis of OsSPL4 in panicle and grain development of rice. Using CRISPR/Cas9
system, two elite alleles of OsSPL4 were obtained, which exhibited an increasing number of
grains per panicle and grain size, resulting in increase of rice yield. Cytological analysis
showed that OsSPL4 could regulate spikelet development by promoting cell division. The
results of RNA-seq and gRT-PCR validations also demonstrated that several MADS-box and
cell-cycle genes were up-regulated in the mutation lines. Co-expression network revealed that
many yield-related genes were involved in the regulation network of OsSPL4. In addition,
OsSPL4 could be cleaved by the osa-miR156 in vivo, and the OsmiR156-OsSPL4 module
might regulate the grain size in rice. Further analysis indicated that the large-grain allele of
OsSPL4 in indica rice might introgress from aus varieties under artificial selection. Taken
together, our findings suggested that OsSPL4 could be as a key regulator of grain size by
acting on cell division control and provided a strategy for panicle architecture and grain size
modification for yield improvement in rice.

K¥E: RICE

AT HII:2021-11-02
AR
http://agri. ckcest. cn/filel/M00/10/12/CsgkOGNCJbuATF4rAHKRbsivo0k389. pdf
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