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1. Bt 58 2~DNAFIRNA FF HE AL 1 $ 2 7k SR S R 2 FTh L
e L H, BN AT A2 A B 5% B 5 2% K % Mondher Bouzayen#4% (WK F}
ki t, A SLBHEAEEITEIZ 2 F ) BINEEERE Y5 Top T (The
Plant Journal YfF£k & 3% 1 i N“DNA and coding/noncoding RNA methylation analysis
provide insights into tomato fruit ripening” FIBFFIS L, NERTTE Hh 5 5L 3k
LN FIRAL TR R - T hn & S ERVE N e 2 0G0l g FR AR = N 33 2
—, B REW — RN R A AR, W REEFIEYE . BRR.
ERMETT TG B UL H A B A8 A . ASHIE 7T DAAS [R) R 24 30 1 B A2 Y AC
(Alisa Craig) FIREARZAENT (Never ripe) FEAnRSAMEL, KHEEENFHEAR
S5EWE RSN S R vk, B T DNAF LA FIRNAF 384k, (mbCIEif) 72 hh 2R
SEAS [RGB B A AT RE AN AR A 3, FEE—20 RGN 1 DNAF R4 . RNA mbCHE 1
I ) 425 5 it SR ST AR S BT L) 5 S e 2% o) P SR S e s i 4 P 2 S it 1 ST I B A
o WILAFETR TR B LA LA B B CREBHR ) eI F15E —1E
#, FHEWEFT . Mondher Bouzayent A1 FIiE W FC i 3L [FEERIES, X BEHEE 5T
T, RESFE TG WA G CE LR AR, BRI TR (P EEEERD
TKBEHER (WNLRY) 625 7 #45> TAE, Donald Griersonfit: (FEETE T I KY)
RNLEMRNBG T TIES, ZHAAER T EX AR ERSEIE 7. &5 5hR
Ja A B IR R R AN 2 45k — BB T R AR 2 BN &R BRI, %
JERARE. HE. EEFEMAR LT RKARN, REHER TRE TGRS MY
B R 5 G R NLE, AHOC AR KR AE (The Plant Journal) (Horticulture
Research) (BTHISCE) FEEPRAIZ AT, BB DT N2 AR TT R N1£2021 (6 2
4 FRTop 100 P2 1EH
RUR: AL nt i R MERL R I TR
RATH I : 2022-09-22
R
https://www. baafs. net. cn/front/news/newsDetails?id=18768&type=215
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s TEBERHE GIHT RS 1@ B T DU A SRS IR A B SR B R T K BRI A
B SCHE T R B3 B0 BRIt 9 0% [ BAIDEA hn T B 2 st et 7t 53 (41 B 5 [ B [l 25 2 2
KGmaEfE. FEFESR/RKFChristopher B. Watkins#d5z FPAER & 7E L RELZTOP
HFPostharvest Biology forbid Technology (Q1, IF:6.751) fE£k k3 T i N “Sugar

o

accumulation forbid fruit quality of tomatoes under water deficit irrigation’
IR TR, 1203 e A& 75 [ DA 22 AR 00F 9 S 1) v 0 R 9t A P i Xk At B, 72 PR By
YR 2 BB AT 77, & 8% LA L i3 in SR S ik AT R G 78, o T
TK G35 SR VRE R T A 2 7 7 SR S XU i S5 1 20T LA S D SRS UK it o AR 3R T B A1 38 £
BRI, JARLEFRFE, HBIEE, W2 RIEHRFHENE%E, A AMIEFRKF
PER e, TR R KR, BRI it T R . REERSEAT IR IE
FE B [ T B YA AR, KO 5 SR EE R ER AN K, B RE SR T R SR XU 5T, A
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AifF 7t A BA K e il s 03 A ARSI 2SS & B, REFEIT T /K577 SRR R AR XS
25 Tt SR SRR S R VA ML, AT T mRNARIA S5 42 J5 0 ok FEL 2B R Ak 38 3R 1 (1) 22
FeE, JERIEE T iR S U it 5T AR A B Wi (R Y Y o BRI, K73 7 R R R
FE@E IR ARERR A ORI R ILBEACH . Ve R A EE AR AR AR A
SR DRURAR U 1) 2 18 SR vy 5 750 SR 52 B XU it J52 » P 9 Ay vy ot Joia 2 A 1 R A A
SRHt 7R WA, DidE— I AT i o R 5 R SR S KU BT 95 AR R A L BRI Fe e it T
B o 2R R TR R BT RE 77 A T DU R S VR 2 BT BA B 5] 6137 HUAS (1) 2
SRR, X BT 7T R RN 2R A = R 2O SO [RLE R E R, Z it et o
DR L SO A B R NZ 0 SO LR —E 2, 35 B B /R K% Christopher B.
Watkins#4%, FIEWIFLR . RiEmg TREM. AE#E LS5 7S TIE. &t
33 7T ER BAR RS bR BRI EARE R G TRk
b2 B B [E] A b S SR T H B BB

RIE: A6 R MR} 2 B g SR T T

RATH I 2022-09-21
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https://www. baafs. net. cn/front/news/newsDetails?id=18762&type=215

3. ZR=ZERNAMI AT RN AR B A B IR R A R4t
R

B T H, S ERRFEER SRS TR B T BRI FE R T H 2 R
AR ) 1 i 1 S P A 500 VA O < i e o 2 & e 24 v b & ok A= 7 W = R N e B
LIRS FEAE TEE R . IR DLL “The genome of Orychophragmus violaceus
provides genomic insights into the evolution of Brassicaceae polyploidization
and its distinct traits” HRUKRLE (HEP)IEH (Plant Communications)) (IF:
8.625) L. “H=, BT IFieRhERE R, WA TR AMGS, &—ME
B F 2. —H 20 EmmEs, &S ABAENR, & B ENERE
MWEMEY . Wik -&, DA R ZH =0 g i — /NS e it msk, HYE
H3E. HE, 3 METTFRRBEREN SRS R R BUR, 15 ERER. Fik, AHENA
N H ZEATRE R AR AR RMED 2 AL I AR A I DU 5 AR S SR T B T 2R R4S S
Gz, BRI T A OC 2 A FR BB I, HEEAS T A RIS B MR %
1B\ iz FNanopore MHi-CIN - H AL F0 K, S8Rl | = H 2R AH A %E, e 712
XY EARR S R ESH IR A, K/NNL 34 Gb. 3T H ZMHARRAWHES ., HiE
508, R HZE0 T — kK SR A D 54 44, FRoeh 7 AR R
B getik, HAZBINtPCK (translocated proto—Calepineae karyotype) , 5[
KT TR CREYAIE . FETHIERAR-LAR G Ok, Bl T =MMEHR
SeFERZH, 43 alar 4 NOvIFIOv2 . B 70 R IOV FE R % [ & F-0v2, #t— P LLEsmEL
H (R 20 A 1 [R R 2 DR RR /K, R IOV A B 20 B IR 1R 3Rk 1 v T Ov 2 b [ 2 1 [ R 2
A, [A]Es) 5 B ER] B T Ui B AR 1) R R AR O . X e g R B T H A AR AR A R A A
HBPG, Hoh 2 e T RN . —HZ2503R% R RHEMTE R G K B W L
i, HIERAVIEA R LSS THFRT, HHN. HIESEILERERERA L =15k
WFAAHAT . J PR = H 22 5 SRR R R A X B (genomic block) [ EHEWT AT
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AL B e R, DL FE R RIE AT, R H 22l DA ik 5 258w 1 o /S
AR A BT, B T = H AR PRS- F e R E R DU AR 5 . ek, i@
T HBIERHAX IR, ERIE T FRHL e RS KA XA AR 47
R, AREFFENT T H 2R, il EREAE e, T A=A
TR IR, AR RAMBIGR, e T = = R
HE A+ PR EY B S A S A BT X S A A R E T IRAIX
T FAERNE 2 AR A B, AR AR A B A e R B AR b o e it
THIWRAKHE, DLECRSIERE YRR A T R A e e an W= R L Eil N
PRAIFFT R K T A A B0 PO - Bl AR 5K 8 il SO SE [RS8 — AR, BRI T 5
F e ECAF 7T 01 . BEUR X RI BT & ] vl A A 53 R0 5 [ A BTN OR SR 3 RS ) James C.
Schnable##% Mz CHIFL B HIER « AFRIGR] 7 E K B ARE2ER S P EARILE
FRERHL O TAREDUH LA 2RV SEiE o R B i seie s, DU R
ook moH B o g e ook HOR R W R B . B 3 B B

https://doi. org/10. 1016/ j. xplc. 2022. 100431.
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F FRILHK
1. Chromosomal fragment deletion in APRR2-repeated locus
modulates the dark stem color in Cucurbita pepo (APRR2E B {7 p{ 4
Tl Fr BUR R T E P RS 2R )

4 Stem color is an important agronomic trait in zucchini (Cucurbita pepo) for robust
seeding and high yield. However, the gene controlling the stem color has not been
characterized. In this study, we identified a single locus accounting for the dark green stem
color of C. pepo (CpDsc-1). Genetic analysis of this trait in segregated populations derived
from two parental lines (line 296 with dark green stems and line 274 with light green stems)
revealed that stem color was controlled by a single dominant gene (dark green vs. light green).
In bulked segregant analysis, CpDsc-1 was mapped to a 2.09-Mb interval on chromosome 15.
This region was further narrowed to 65.2 kb using linkage analysis of the F2 population.
Sequencing analysis revealed a 14 kb deletion between Cp4.1LG15g03420 and
Cp4.1LG15g03360; these two genes both encoded a two-component response regulator-like
protein (APRR2). The incomplete structures of the two APRR2 genes and abnormal
chloroplasts in line 274 might be the main cause of the light green phenotype. Gene
expression pattern analysis showed that only Cp4.1LG15g03420 was upregulated in line 296.
Subcellular localization analysis indicated that Cp4.1LG15g03420 was a nuclear gene.
Furthermore, a co-dominant marker, G4563 (93% accuracy rate), and a co-segregation
marker, Fra3, were established in 111 diverse germplasms; both of these markers were tightly
linked with the color trait. This study provided insights into chlorophyll regulation
mechanisms and revealed the markers valuable for marker-assisted selection in future
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zucchini breeding.

SRYE: Theoretical and Applied Genetics

RATH#A:2022-09-05

E'8: 5

http://agri. ckcest. cn/filel/M00/03/3F/Csgk0YeXzziACf yACVHocf1IWs492. pdf

2. Natural Plant Extracts and Microbial Antagonists to Control
Fungal Pathogens and Improve the Productivity of Zucchini

(Cucurbita pepo L.) In Vitro and in Greenhouse CRRE YR B
PRAE DA LRI R IR 2 B A Sk T | B R R R a3 P AR
)

f#41: Background: Natural plant extracts and microbial antagonists have the potential for use
in increasing the fungal resistance and productivity of horticulture plants. Methods: The
purpose of this study was to evaluate the ability of both natural plant extracts and microbial
antagonists as a biotical control of some fungal pathogens, i.e., Fusarium ssp., Exserohilum
ssp. and Nigrospora ssp., along with improving the growth and productivity performance of
zucchini under greenhouse conditions. Eucalyptus camaldulensis leaf extract (LE), Citrus
sinensis LE, Ficus benghalensis fruit extract (FE), and two microbial antagonists
Pseudomonas fluorescens (accession no. MW647093) and Trichoderma viride (accession no.
MW647090) were tested under in vitro and in vivo conditions. Through morphological
characteristics and the internal transcribed spacer (ITS) region, Fusarium solani (accession no.
MW0947256), F. oxysporum (accession no. MW947254), Exserohilum rostratum (accession
no. MW947255), and Nigrospora lacticolonia (accession no. MW947253) were identified.
HPLC analysis was used for the identification of phenolic compounds (PCs) and flavonoid
compounds (FCs) in the extracts. Results: The highest inhibition percentage of fungal growth
(IPFG) against F. oxysporum was obtained with P. fluorescens, T. viride, and E.
camaldulensis LE (4000 mg/L); F. solani with P. fluorescens, T. viride, and C. sinensis LE
(4000 mg/L); Exserohilum rostratum with P. fluorescens, Ficus benghalensis FE (4000 mg/L)
and E. camaldulensis LE (4000 mg/L), and N. lacticolonia with P. fluorescens. Using HPLC
analysis, the abundant PCs in E. camaldulensis LE were pyrogallol, and caffeic acid, those in
C. sinensis LE were syringic acid and ferulic acid, and those in F. benghalensis FE were
gallic acid and syringic acid. In addition, the abundant FCs in E. camaldulensis LE were
kaempferol, and naringin, those in C. sinensis LE were hesperidin and quercetin, and those in
F. benghalensis FE were kaempferol and quercetin. Under greenhouse experiments, T. viride
and E. camaldulensis LE (4000 mg/L) followed by P. fluorescens + T. viride treatments gave
the best results of zucchini plants in terms of leaf area, fruits number per plant, yield per plant,
and total yield (marketable and non-marketable). Conclusions: Plant extracts and bioagents
can be used to control some zucchini fungal pathogens and increase the productivity
performance of zucchini plants.

SRIK: Horticulturae
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R
RIS s A I B DR TREBOARATISR, Tt K B iWRKY 37 8 (1 48 P45 B At e
BE S IREEM R AN o AR R BT AWRKY 37 8% [ AT LLYE % e A I HTH
BE 7 A B A% 2t B SR s e B FESBRIL A i, AT DE i 356 IR g 6T B ok 2 A 1)
WRKY37E[A, $MHIWRKY372: (3 IL, DAIRIG BN A 322 B8 ok & it i & BUld
slwrky37-KOAE #k 5 H A3 A fh Al 4252, BB UEEE Lm = B R d A AR W
CRISPR-Cas93: K 2H 5& gk R4t RASHEHWRKYSTHEK, k] 7 &= H Ak &, %%
AP A EZRNIBERS, FEOEERR, BEEENNANE.
SKRIE: (615
RAT B 2022-07-05
A0
http://agri. ckcest. cn/filel/M00/10/11/CsgkOGNBIB-Aeyk9AAmJ3US88t4902. PDF

2. FAT Rz An 2K SR b it ISNPAL 4 & R ML

B ARV BAE A AR, BRI Fe— Tl FH T A0 5 746 4 B3 Bt 14 [ SNP
frd A RN FET I, AR 7 —FaeuE . B H AR € B ARSNPAL
REERIDIRES S G alF0E DL I T o N AR B AT S BI0 26 At K - DT 471
PRI DRl SmX B LA B A PR . RS HEAN mE Al , B RN B BOARRBR S FT E Bk
WEAE R FridteoE . R RFEM A, FTOER A P R Al e i & )
BEAT B AR BHRHIVMESE, PR TR e M H B TR, I_E e, &
IKEMEA . IEE R, JEEE SRR AL B MR S RIS AL 2 R W 5T .
RIE: E M
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A AR ATF T —Fh i GAD2 X (R 7 A bR D s SR A5 10 7 v, B FE D IRSL. g
pBWA (V) HS?GAD2JE: PRl ik Sk # 44  S2. 715 | pBWA (V) HS-GAD2 (Rl i ik sk 5, FIH
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