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1. ARBAVETFHRBEFAEBH ST RFRNE
e o H, EERARERFEHAE (HEYRE (The Plant Journal) ) fEZE KK
TN “Long-read sequencing characterizes mitochondrial and plastid genome
variants in Arabidopsis mshl mutants” FIBFFISC, fikiE TS MSHL =54
SN2 A B 57 AR B . 2R iR S M A B B OB E ) i
DNA, BPZeifiBLDh 20 S5 SRR BE DR 20 . FFAEmE Y ki ia R A B & REMEE P41,
AFEKEART1 kb KRERFH, 50 bpEll kb5 ELFH], LLI/NT50 bphIshE
B HRMEER MY, X E G IR R A IR 5 A w0 . 40
MUAZ Gm A IMSHL B (1 e AL T i SRR FI R RiAR, S 54 FFgIuas R R AR e k. Padikid,
PAETT mshl FRASAALRARTE R H b &5 51 55 Fp 71 e A I, ki 5 - A R PR 40
HOBMRAAE 7 (SNVs/indels) FREIGZ . HIE T A8 5y BT S KM RO IF 50 X DA 3R
134 Jay 1 () By A A R, LR = A 5 A AR AU R T B B ) 9 ER
SNVs/indelsiEAT RGBT o IX L 55 FIR XS FRATTAR 7 Hb B g A A 4 Bl 2% JE PR 2 454 5
7 A2 e AR B G R BES « 9 T RGEPEHIAR T Y A M 8 JE R A AR e AR B, %
WEFEFIIE T mshl RAMONBE TR, PSS (PacBio HiFi) Mk
W7 FETT mshl KA MERFE N 45838 7% (structural variants) , FLBH
FAF S (SNVs) PARAGHAEE (indels) AR SArfiE, il | RRAFER A EE 754 F
HARMERE (B, JFoh 7 Zhifk 5 iR KA p AR B2 E R . HiFL
FEAEMRRT AN 58 AR P S B2 7 N B IFISNVs / inde Ls 73 A HLA AR FS, REAE R Ao
MFAZHe (crossover) FIFEAEH: (non-crossover) (A EH (E2) . SR T4
KA FEAR L, 10T 78 70 A0 MSHI RERE 41t B 55 5 41 2 [ A2 #k () e A . )
A FTHED MSH1 32K B8 A4 1] BEit 3 4 A A4 R I A 2k R 20 465 A4 A0 2038 S 389, i
AR RN ZE R TR WERR AT E R EE 2 — (B3 . &gt
T RATTN 20 A A e AR AR AR R, N EOE A  EE Y R, RALEY B R R A T
WCHF . pUESRBE T SRR SCEWAES, WL EA ARR SR —1E#, WLatid
FAREMNEF R B F 2 INSL K FDaniel B. Sloan##R 2 5% 5. AW 7 H
FHRE RS WINTREEHOR QI ZE fl 2 PR LRk R4 5 5 E [ 7 TAERT
FoBE B SR
RUR:  HEHZH Fr
RATH: 2022-09-19
R
https://www. agis. org. cn/xwzx/kyjz/3c91213f23774e7dbf291f61al6a952e. htm

2. HEYIFTAIA BAKBKE B RLEH KPR E LIRS R
T

A BRI BRI, ERIE G TR/ ARSI IR —,
UK ST P R BB R (EL A DR S R B 12 B> AT 7 7 R R
BAr TR, BUIIAER TR TN E RS A b (R S0 H44 B T SRR
GROPIGRE, KT BRSO AR, R AT R ST A
4015 VR B AWK 6 R R A i sss 1, RILGILHE I GnSSS 1AL F 195 Yt i
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— /TSN R G R R MIRA A X . 7T R B GmSSS 14w AUSPY B R YRR, 3%
R gm0 5 SRR E AR E /DN, W RIEZEER M F b s, it &E
Gmsss1MME F kL EFE— 51, (HHEREMHEIRTUARK, #E—E0rRE, T
GmSSS1, FRAFFEK Gmsss 14t (A 182 F AR KA T HE (BER) FIQ (AW
&) WB e, X — S EEER 1 AR [R] SO i 2 25 35 58 1 GmSSS 1A K 5 P p 8 g3 KR, 3
FERCR B . B K S AR O R R L AT, R BGmSSS1EAf% U £F BF A sk 1 K
PR ERE T T 2R RE, Gmsss MG BB AAAE T RE AR H, HEwhd & 182-Q%Y
(A S S A S Y T B R UL X, AR K R RS AR R BRI R YK
PLERF TR SRR 7s T — A8 i 1 4% K 50 kL R 1) 28 B8 (Rl GmSSS 1 A LA St 46 o7 A S A
REKEMTINERRIENICR, KB T SPYRVEIEK P ThRE, BHL T 3bin]
HEEM (TIONME , ShFEm K E AR S 2 SRR T B0 B R R K
R T20224E9 H 6 HEZ & £ TNew Phytologist#iT) . W FTiE LAF A& F+
NS —EH, BT I OB IES o o EARBBAERTE I E T 7L R th 25 T
Z AR HoW SCHE [AEE S o 10 Fi05 B BB B A ORI s 1 5 SR &
oM E K B R R ¥ E S S IHKE B X OE EE OB
https://doi. org/10. 1111/nph. 18461

RIR: H ERL B AR YT I
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LR

http://www. ib. cas. cn/2019gb/ky jz2019/202209/t20220909 6510980. html

3. EYIFAE B O ANBRRSHRBRERMRBIRS ZHZLZEHIE
FELettuceGDB
M EH, AW AE E A0 B VLA 7E E bR 3290 B T Plant Communications
(TF=8.625) &K KW N LettuceGDB: the community database for lettuce
genetics forbid omics MIWFFIL L, LW FEES 1 A% 2 Fh 2 2800 AR 1L 1000 £ Fih
JRRIE R, WE T ARG EEIE FLettuceGDB (https://lettucegdb. com/genome) ,
DADRIE A S B2 SO B AP S . A SR Jy A BRE 1 S R B A B ARG
BEAREMAETMMEMFARRE L. i ERTUEF, RTAKPERA., HxH. 1
WH2H R I 2H 55 22 2H A 0RO TS B OCEUSAR 28, 800 1 R M e A S 2R 5 B PE T 7R K
TEIL, BT 456 AL 2 AN 2 HAR A 7038 B R R OGRS AN R R B 8 s, #ar
TN SEEYEEE, Bl LettuceGDB (https://www. lettucegdb. com/) . YE N
Ao, MfAiTLettuceGDB B E N TEMEREM S IEN AL, #Id1, 000 FhASE s fh
(R EE I 7, i N ARG R AL A 22 R G 423K 1, 300 224y Mot SRR AT 1T 30E i
SRANCFKEAE, HEF o T 256 > RNA-Seq s, T84 AN miRNA, U
TE ARG ARES S AP AR AR T AP AR, DL ROSCEEARER 1 R R SR B AR SR AT
FEIIIW S AE P RAF S TR 1 5% BT AS [RS8 o pm] 23 5 1l (R D e
B 7SR R R K EEIR AL, XL TR In At 10X Se e i (4 ) S AR R DA . Ut
bb, bhtfitAssembly Converters 84NN E TH, A HT-HdE T HAIN Y. DhRER: KR
RASLI L . By TR N2 AP AR A4, W #AME LettuceGDB W] LARLH
A SRS BAL =t JE TR AR B AL ORI G B 7R D B L 21 ph e
JE T AR MAL 22 B AL W) B B B A 7T D2 250 A5 T AR ARRL 2 B AE B AR O A W AT N
WO B, LM RREEEBE A BOE EFT R  RFRTL Rt FE 0 AL 52 e Sl
FEHIN RERWEWIRREZE RS http://agri. ckcest. cn/
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WAES . JbiKFESEHIR, JCat i ARAMR BB AR 78 A AL R S P v BR U
S5 TS, S RAE T EXARRERES, WS, LR RMmEE
Bt B BE 0 3 WA B [R) BHT P L S 2 B 1 SRR

K AL TR AME =B A YT

KATHHE:2022-09-05

A0

https://www. baafs. net. cn/front/technologyServices/newsDetails?id=18720

F FRILMK
1. Improved and Highly Efficient Agrobacterium

rhizogenes-Mediated Genetic Transformation Protocol: Efficient
Tools for Functional Analysis of Root-Specific Resistance Genes for

Solanum lycopersicum cv. Micro-Tom (2 B Ml = K KRR E A
FRBEERA TR BRFREREERTIR TR ERTR)

fi41: Gene function analysis, molecular breeding, and the introduction of new traits in crop
plants all require the development of a high-performance genetic transformation system. In
numerous crops, including tomatoes, Agrobacterium-mediated genetic transformation is the
preferred method. As one of our ongoing research efforts, we are in the process of mapping a
broad-spectrum nematode resistance gene (Mel) in pepper. We work to transform tomato
plants with candidate genes to confer resistance to nematodes in Solanaceae members. The
transformation technology development is designed to produce a reproducible, rapid, and
highly effective Agrobacterium-mediated genetic transformation system of Micro-Tom. In
our system, a transformation efficiency of over 90% was achieved. The entire procedure,
starting from the germination of seeds to the establishment of transformed plants in soil, was
completed in 53 days. We confirmed the presence of the NeoR/KanR and DsRed genes in the
transformed roots by polymerase chain reaction. The hairy root plants were infected with
nematodes, and after 3 months, the presence of DsRed and NeoR/KanR genes was detected
in the transformant roots to confirm the long-term effectiveness of the method. The presented
study may facilitate root-related research and exploration of rootpathogen interactions.

K¥E: Sustainalblility

AT H#A:2022-04-12

AR

http://agri. ckcest. cn/filel/M00/03/3F/Csgk0YeD3pmAID1pAD— t3Er6qw007. pdf

2. An efficient transient transformation system for gene function
studies in pumpkin (Cucurbita moschata D.) (B )N F K Th BERF 70 K =
MBER AL R G

fi4: Currently, gene exploration and molecular breeding in pumpkin (Cucurbita moschata

Duch.) is a challenging process. There are limited efficient stable transformation methods for
pumpkin. Transient transformation is a promising tool for the study of gene function. Here,

ELEIN RERWVENVFRRS RSt :http: //agri. ckcest. cn/
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an efficient Agrobacterium-mediated transient transformation system was developed for gene
function studies in pumpkin. In this system, the function of salt-tolerant gene StNHX1 was
confirmed by over-expression in germinated seeds. The CmPHD1-EGFP fusion protein was
detected in the nucleus of cotyledon epidermal cells. This system can be used to analyze gene
function and protein subcellular localization in pumpkin. Its advantages are highly efficient,
cost-effective and time-saving (~ 14 days). It may play a key role in gene exploration and
molecular breeding in pumpkin, especially in large-scale analyses.

SRIK: Scientia Horticulturae

KA H#H:2021-05-10

ATCERE:

http://agri. ckcest. cn/filel/M00/03/3F/Csgk0YeH-a2AAtANAKNLSq0x0KI778. pdf

3. CRISPR/Cas9-Mediated Generation of Pathogen-Resistant
Tomato against Tomato Yellow Leaf Curl Virus and Powdery

Mildew (CRISPR/Cas9/5 B3 i 3 Bl H-J5 B ER R B e h ) 7=
A)

f#i41: Tomato is one of the major vegetable crops consumed worldwide. Tomato yellow leaf
curl virus (TYLCV) and fungal Oidium sp. are devastating pathogens causing yellow leaf
curl disease and powdery mildew. Such viral and fungal pathogens reduce tomato crop yields
and cause substantial economic losses every year. Several commercial tomato varieties
include Ty-5 (SIPelo) and Mildew resistance locus o 1 (SIMlol) locus that carries the
susceptibility (S-gene) factors for TYLCV and powdery mildew, respectively. The clustered
regularly interspaced short palindromic repeats (CRISPR)/CRISPR-associated protein (Cas)
is a valuable genome editing tool to develop disease-resistant crop varieties. In this regard,
targeting susceptibility factors encoded by the host plant genome instead of the viral genome
is a promising approach to achieve pathogen resistance without the need for stable
inheritance of CRISPR components. In this study, the CRISPR/Cas9 system was employed to
target the SIPelo and SIMlo1 for trait introgression in elite tomato cultivar BN-86 to confer
host-mediated immunity against pathogens. SIPelo-knockout lines were successfully
generated, carrying the biallelic indel mutations. The pathogen resistance assays in SIPelo
mutant lines confirmed the suppressed accumulation of TYLCV and restricted the spread to
non-inoculated plant parts. Generated knockout lines for the SIMlol showed complete
resistance to powdery mildew fungus. Overall, our results demonstrate the efficiency of the
CRISPR/Cas9 system to introduce targeted mutagenesis for the rapid development of

pathogen-resistant varieties in tomato.

SR¥E: MDPI

KA H#H:2021-02-13

AR

http://agri. ckcest. cn/filel/M00/10/11/CsgkOGMtcdGATYF8AEVq1-RiHgY042. pdf

4. Targeted editing of tomato carotenoid isomerase reveals the role of

5’ UTR region in gene expression regulation (FEhZEHHE & 71
B BN RERWEWERRS RS http://agri. ckcest. cn/
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ISR gr R 15’ UTRXZEERE R LR IIER)

fii4: CRISPR/Cas9 based genome editing is an efective and useful tool adopted from the
bacterial immune response system for altering specifc, pre-determined DNA sequences in
eukaryotes. Such targeted changes are fnding wide application in human health as well as in
precision breeding of crop plants for improved traits. Mutations in the coding and regulatory
regions can have varying impacts on the function of the gene. In the current study, we
demonstrate this on tomato carotenoid isomerase, a key gene in the carotenoid biosynthesis
pathway. Mutations were generated in the 5" UTR and exon 1 of the carotenoid isomerase
gene using CRISPR/Cas9 expression via Agrobacterium-mediated transformation of tomato
variety Periyakulam 1 (PKMI1). Molecular and biochemical studies demonstrate that
CRISPR-mediated point mutations in the exon sequence lead to complete knockout of protein
function whereas deletion in 5" UTR region lowers the expression of the geneleading to
changes in plant phenotype.

SRYE: Plant Cell Reports

AT H#:2021-01-15

AR

http://agri. ckcest. cn/filel/M00/03/3F/Csgk0YeEI60AQe9 ACIMePV5gF0734. pdf
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i AR YR T AEMEARGUE, AJF 7 FHHSIDAO2IEF F R o« 2 & B RN Al o
PAFF A K R FALBFS1DA02KE K, I Hoid ik R FH A FF B A1 3 19 77 724 S1DAO2 7E 75 il
AC(Ailsa Craig) it ®Ek, 15HSIDA02T &Rk vl [ ERER ARl A & . 5]
HIBRIL.
SRIE: (615
RATEHA:2022-07-29
LR
http://agri. ckcest. cn/filel/M00/10/11/CsgkOGMtdW2AWCq2AAp—2T9PQe0449. pdf

2. FHIMBEETE HSIGRXCOZEH &

B AREHNTF T —Fh A4 A 5 A S1GRXCOFE R KL B FH, A& B B IR il 3R
13 AA AL B I SIGRXCOFE M, I HLid ik R F A AT B At 5 1 77 724 SIGRXCO M 7 AfiMT
(micro—Tom) " FRIEAT IREIOAE, 15 HSIGRXCZE K] B 2k n] 75 5 2 A A AR X ¥4 il a8 B
R, [EI R S PR AR e BRI EER A SEIR, IX 4K T SIGRXCOLE V4% 2 i
KRB B AR B A i B A AR A

KIR: (EIEM

AR B : 2022-07-01

o9&

http://agri. ckcest. cn/filel/M00/03/3F/Csgk0YeEJaKAU4 0AAaa9Ye50S0733. pdf
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