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1. ZERAFE KRR REES LS
fRig: 8H1H, K G 2= Fa VK55 2 S B [ SR P R iR as S Ll gk AT 1%
NFFE, RN 1 P B RAEY F —Fh =mi i & ——8i 7 RN oL, I
) BT AR 2R U T AR s B R ) ELA R R R im0 1R R AT o A GBI 8RR R R AE
(HSA—HY) (Nature Plants) ) o #i"&2#r FHEMRA W =ik &Y, BA
A NG, SRS AR 2230 7 200 7 B S e FL R o i BRI 2 50 A0 Ak o AT R 79 30 T
YT & 2B ARG HTRAE AR R 7, B 7T TN CL28 B SR 7 R A& s
T YL S S5 2 FEIE T TRIT R T RGMEWT T, SR, i ™ R I A is HLI B 7T 4
b, MRS T AR ILRGE . W E IR P8 S B 2 25 A A — R s F, K
PRAR I, P8 TCRT AR 8 ) 388 v A HEH ™ ZRBAIEA P9 RE . B R, B AN
B PR PR 4 46 5 B SMATER, 2 B 34 Al (CMATEL/CIMATEL) o3& RIAMY
SR G R g oA, EARRT I AR I P R AR R BRI AR, 1R R AR
HHA ERE R RmBAEAFTRE. MRS EM AR IR 5 B HA” , w]
SR RIAE KA T UAEAR &5 AE AR BitE S . R, A AT DL & TCAMEE
BT T FEVIN R T BT AR AR 20 W ) IR AR = P e A AR PR e M 4 R, 3
M EAEAPUER 73 TS o 18 TR BRI A 0 16S rRNA S % B RN A Iy B, I 45
EARSMENSZIRIGTE K I, R WR T mB A RS SRR AT A, IR
— BRSSPI B —— SR A B s A, ST 1 &IOS A% 98 i o —— 8 ) B (R 4%
BrAEHLE] . 1B TT R A ] o W A RE B R UL BT A AR A T RS, I
BTG REAFAEVLREREA N AT 207045 3 E 5 E it kvl
AR S RIITTRHE R KRISHT DRI A A7 bk e 4 I 5% 4 55 10 H (1) 5%
B,
RUR:  HEHZH Fr
BATH I 2022-08-04
R
http://www. agis. org. cn/xwzx/kyjz/2b66123fc0b34ebbab6ac824b9ec5424. htm

2. PERKZH@EBER E N R ILEREPT R FZE KDROT1

fEifr: TH23H, EFRMAZEEEAMT (H2-EiR) (Nature Communications) 7E
2Rk 1 AR AR A B 2 G AR BRI ST A8 30 (DROT LAY H SRR 5 T 4%
BAEMNMY  (Natural variation of DROT1 confers drought adaptation in upland
rice) o TR HREMEIRHIK ., FREEALHEA, WL CWASHIEEB /0 M 5 45 & B %
SEINETLRE T — AN H BT RIE ADROTL, [ B 1 TR A 7> THLENNR 2@ s, 25
DROT LA HT 5 e 22 R R 47 R S AL I . T 5 =2 200 AR 7 1) 32 A R A
R, TERRERIREY, AKRBAMEERRK SRS HKERTO% E, AR
TIE AV AT R R R . S2br b, REEEMEIIEA AR b, i T B PA S ) 22 57
A= Mt 77 X Z AL, TR T PR ARI AR KEE (lowland rice) HIRFE
(upland rice) o JKFEFMAERIEEAN A QR B AC 75 BEA/K IR T A8 32 e T
T2, P TFREREEE T, SKREAL, A AR BT 2580% A _H IRERE /K.
BRI, KEFRONRIIRER, M TRESEr TEMEARERER L. Hil, XK.
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ERE s AL IR B Z R NERAR , ) BRI — P R A S IR AR P R AL R ik
R, PR TRETIRE S T EMIERE . ABFFex27 1K BRERR SRR T K HE
BB TR E, JHEd AREE A RE T, BB — RINPUR AL . #E—2P
FIFHRRE SN REARUK . FRE 1 S 40 6 — /N 5 ZEQTL-gDR10b3E AT ik 3 3 [K 4347
BATLE TR ER, #r4 ADROUGHTL (DROT1) . Eid#%EERI ThAELGIE, BIHA T DROTI
IEF KRG R . ik g0 M Ak 22 o 20 A, B T DROT Ll ik 1 #2 /K Fea e i 2
UGN B R A 4 2R 1) A R AR A F R B s P R o T AR I RN TSR 2 2
PN SR FERF3FIERFT LI H 3%, &7 TR 5EK KR B 2 8 F# FIERFs-DROT1
VML I SR T, %S TDROTLAR e o 28, s 0 L e T
BRarh, BB T IX I 1 S SNPAS Bt FDROT1 B i 8 ik B, 3E T s b Bk . % H T
PAFHE F R HER], FH LN RAE A N EAEREMUMEIER, @2 =77 LAl
PV, HEARME A108. 014270, RN, iZ3E R EHREEE R HER] . AR ER
ZHBEIZ VIERER, WLEA. BIBROVAIR SR —1E# . H ELO RS AR 2
BE I . M IRY 2B K R I% . LA B 8% . MR #d%, HEE
Beist ik 5 K B W FLAT A 28 SRR AL L S PRI AT T AR ET T 4R SR B Z AR B TR
i SR &K W H  (2021YFD1200502 ) B K H R Bl 2= & 4 (31861143007,
32001521, 31601278) . " [E {5 Rl 4 (2019M650902) = WA 7T Rt 5] 5 % 430
H CF I Rl B2 3 T B SYND-2022016 ) FlAE g B 0N 38 Fh 7 se i = B b i H
(  B21HJ0508 ) ST /) o w3 o =
https://www. nature. com/articles/s41467-022-31844~w

RIR: HHEL K

RAGHHA:2022-07-25

AR

http://news. cau. edu. cn/art/2022/7/25/art 8769 874410. html

3. WSRIEIUNH AKFRLL? (B AR Sest 4% B Fh B AT
HIER WA BRI ERE)

R ATk, BEAE SHIHSRAE T AT, SRR RO B AME RS2 B A TARE
HL. ENSEMRAFSLEE HMLL . B AL WRAFALORH M, (HiXLEea
O RIE O L FFA B R . 2Dt 7 H A3 B 16 (New Phytologist,
206:1513-1526) FIELE (The Plant Journal, 104:932-949) fetait i THIE
Je, A H, feoll o S S ai % B A FIRATE Journal of Experimental BotanyfEZRK
X" TN “Genetic and Multi—omics Analysis Reveal BnaAQ7. PAP2In—184-317 as the
Key Gene Conferring Anthocyanin-based Color in Brassica napus Flowers” FJHF
R, Wor IS O R AE IR 70 T LR AT 78 LA R B 08 & B 48 24 i
RN ELOIS] TR 2L R, B 7 & AR, BAEE . . WL Ba
(] R Ea kR &R o ANFEIECAEIACI AL MR W], A 2048 (2 B (o M B R 2Lt
CH R A RIERG T A6 b RO RHE M ERMAOT RN RIEN. LFRPRE
HHR-I0-HMEMRE NG EL FEICR P A ORI RN, B4 nih&y, 5
HAEAE LG, A 20ROk 2048 A8 75 R A B A5 1 &5 P 56 R A 3 A DG A s [ 1 R [
BnaMYBL2, BnaA07. PAP2F1 BnaTT8¥) G fi| LiRIA . 2 TBSA-seqfIRNA-seq45 &, KEIfL
TR T 40 R A (T RN S 3 K BnaA07. PAP2. BnaA07. PAP27E 3K Bk (A1t i LA
&, MR LB AL RRIE . FAENZIRKW], BnaA07. PAP2JS 31 XIS I P > Fr
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Bl N2 S BUZIE R R IE W BRI R, BnaA07. PAP2H 215 s T BAMEH Rk %
RIS, R OETE R R, A& RECHE A O R EARTE K.
AR, @ X AN [F A6 H W A SR AT AL F , 1 B AGIHI 1A [FIRIR AR B () 21
R ICEAR) A TR AT B T AU E PR3 44 55 95 R P09 K 2% Diarmuid S.
&oacute;’ Maoiléidigh##% N i% C#EE W 4F 5 'F 18 “Cis-regulatory variation
expands the colour palette of the Brassicaceae” , #F— Bfi#i | i 7000 H E &=
S I EEVEAN T AR TR o S RN ISR R ROR 2B 1 AT AR A 18 S
B, WS R BASCE R A B IERE, IR R S A RS
WL ROV BB K Gl 1, ol R MEER . W&t IReRE. SEZ. Z.
&t % 2 M B R = 5 7 % MR . ® X O
https://academic. oup. com/ jxb/advance-article/doi/10. 1093/ jxb/erac312/664702
9#

RIE: Aol R

KATEH#A:2022-07-23

o9&

http://news. hzau. edu. cn/2022/0723/64053. shtml

F FRILMK
1. An efficient Agrobacterium tumefaciens-mediated transformation
of apical meristem in radish (Raphanus sativus L.) using a needle

perforation (A¥ | ( Raphanus sativus L . )BROEHLATEL,
FFHRIE R FFE ( Agrobacterium tumefaciens ) /™SI FLIERAT
TIRRSHEHLA R EREEAL)

4. Radish (Raphanus sativus) is a rich source of glucosinolates (GSLs) and their
hydrolytic products such as isothiocyanates (ITCs). GSLs and ITCs enhance plant defense
responses to biotic and abiotic stresses and are health promoting effect in human. The
branched-chain aminotransferase 4 (BCAT4) gene encode an enzyme catalyzing the
deamination of methionine in the first step in the chain elongation of aliphatic GSL
biosynthesis. Previously, plant transformation in radish has been successfully performed
using several methods such as floral dipping, vacuum infiltration and sonic infiltration,
protoplast transformation and microspore culture. However, the recalcitrant of regeneration
in radish affects the transformation efficiency remain relatively low. Therefore, there is still a
need to improve the transformation methods for radish. In this study, we used a simple
method for the efficient transformation of radish using Agrobacterium tumefaciens strain
GV3101 and tested it with the radish BCAT4 (RsBCAT4) transgene. The PCR, RT-qPCR,
Southern blot, GFP fluorescence, and HPLC analyses were used to confirm the transgene
integration. Positive correlations between the expression of RSBCAT4 and downstream genes
(i.e., CYP79F1, CYP83AI1, and GRS1) were also observed in selected T2 transgenic lines.
RsBCAT4 transgenic lines exhibited significantly increased levels of aliphatic GSLs
compared to the levels in wild type plants, particularly glucoraphasatin. This needle

perforation technique is simple in plant transformation method significantly enhancing
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transformation efficiency in radish, which could be utilized for molecular breeding of radish
to improve its traits.

SEYE: Plant Cell, Tissue and Organ Culture

RATH#:2022-01-05

E0'&: 3%

http://agri. ckcest. cn/filel/M00/03/3B/Csgk0YdV-a2AQM jzACMwr—x5aXw703. pdf

2. Efficient Agrobacterium-mediated genetic transformation method

using hypocotyl explants of radish (Raphanus sativus L.). (A% |

( Raphanus sativus L . ) FREBASMERE, RARFE N SRR
BARRAL . )

f#i4: To investigate the gene function of radish (Raphanus sativus L.), several attempts have
been made to generate genetically transformed radish. However, no efficient and relatively
simple method for the genetic transformation of radish has been developed to date. In this
study, we established an Agrobacterium-mediated genetic transformation method using the
hypocotyl-derived explants of radish cultivar "Pirabikku". Primarily based on the Brassica
transformation procedure, we optimized it for radish transformation. Using this system, the
transformation efficiency of radish hypocotyl explants by Agrobacterium tumefaciens strain
GV3101 harboring pIG121-Hm was 13.3%. The copy number of transfer DNA integrated
into the genome was either one or two in the four independent transgenic plants. Two of the
four plants exhibited male sterility and did not produce self-pollinated seeds. Examination of
the expression of the B-glucuronidase (GUS) gene in T1 plants from fertile TO plants showed
that the GUS genes were inherited. The improvement in the genetic transformation in this
study might pave the way for accelerated molecular breeding and genetic analysis of radish.
SK¥E: Plant Biotechnology

AT EHB:2021-12-25

E9'8: 3

http://agri. ckcest. cn/filel/M00/10/0D/Csgk0GL SCaAUkhHAByWKEGF joY196. pdf

3. Direct modification of multiple gene homoeologs in Brassica
oleracea and Brassica napus using doubled haploid

inducer-mediated genome-editing system (F| i XU A543 S5
2R H gl R Gt B G H A H R 2 S 1) 2 2 [FIEY))

f#i4r: The diploid Brassica oleracea and allopolyploidy Brassica napus are predominant
members of commonly consumed vegetables and plant oil, respectively. B. oleracea
vegetables mainly include Broccoli, Cauliflower, Cabbage, Brussels sprouts, and
Kohlrabi.The complex genome structure and gene function redundancy are the main
obstacles for gene stacking through the traditionalcross-breeding approach. To solve this
problem, high-efficiency CRISPR/Cas9 genome-editing technologies have been established
(Li et al., 2018). However, an open question is that most of theseestablished approaches
employed agrobacterium-mediated T-DNA transformation to deliver CRISRP/Cas9

ELEIN RERWVENVFRRS RSt :http: //agri. ckcest. cn/
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components into plant cells, which would unavoidably introduce exogenous large DNA
fragments. Moreover, Agrobacterium-based strategy deeply relies on transformation
efficiency of the recipient genotype, which extremely restricts rapid application of
CRISRP/Cas9 in the majority of elite commercial verities.

SRYE: Plant Biotechnology Journal

RAT H#:2021-05-06

E'8: 5

http://agri. ckcest. cn/filel/M00/10/0D/Csgk0GL_ToaAX-9vABLntXtS2Qg624. pdf

4. WRELRATE - FH R NS EE U R

. #/RCucumis sativus A&t AV EBEEZEY . KA E N T H0E LR HA LT
FURE YD FE R T e S i APl B P BT B, Dt — D Pas IV i JE R S AN & PhadhAE
SCHRERXT AT B S B A 708, R TR A RE T B2 M R 38 1AL S ok 1
AT AR T B SRS I S 557 T, B M AT BR A 3 10 o T R DRI 3k e S A7 AE 1)
IV R, 0o i v 2 TG A% e A S8 e N 2 A i i A IR R FH S5 A sk AT 1 /R e, DU N
JRPTIE B A AR S ot o R S LRI S %

RIE: AV TR

RATH#:2020-04-25

R

http://agri. ckcest. cn/filel/M00/03/3B/Csgk0YdWAAWAA—04AAZ JNBbPU80710. pdf

> jaxkE A
1. —MRFEN SN E S8 BB EERER
B B AATE T — PR BT R4 A% s RS AR R, B4 DL D IR
PrAER RISE RIE IR IRIL; WRAH & TSR R4y LR Mgk btk
HRTS s B IED AR OPCRETIN . 4% K BH LA 71 & TG 1R /N 7 9 AL bRl adad i
B e A R ) 2 R AR S AT AT AL, EESL T — Bl AT S H I B 5885 = 3L
BAEAE R, B EORCEAFEFCFPEANMIT H &, HihZikH]16. 13% . HMHALE
T LA B A5 O AR B AR AR, B, BRI ER, ik
JAARL, 293,54 H BV AIER1S e B Mk, Ak, NEESRTEM. M S IEE
S Al R B4 e FE o
RIE: E M
KARH A :2020-05-26
o9&
http://agri. ckcest. cn/filel/M00/03/3B/Csgk0YdWA1iAcY-sAAbNwl uoalU647. PDF

2. —FRRATR FHIBBE AL R AT

Wifr: ARIATFT —FORIF A FIOHMUR R R 071 . ARVBRILHFRIE . Hi3rTy
VR RO R T KT IR AUV, AR 1 B T OB, 9 T S
AR RS R R R N Z 8 T & WlAce tosyringone (AS) , A HF i [ FAMS
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SEEFFREE IR AR S T & WA (AS) A1 R A BERED thiothreitol (DTT) nf & il 4%
R BIHE R o AR BH SO0 43 2k (R B R AT 1 A AR IRHIE, 7R R0 o0 B DR 28 rpn] (B R i i
R RIS R o R BTV AT DA T IO 255 (R RN B DR g AR E A0 R I I AR 4L, i —2D
R B BRI IR 13RS

SKRIE: (615

KA B : 2020-04-03

LR

http://agri. ckcest. cn/filel/M00/10/0D/Csgk0GL_UYGAOZKbAAsp60bVKmE985. PDF

3. —MIE R EN FHERERIE B LRI T E

s ARV R — R A A B A 5 0 R SR e B e v, HLEHE: WA
TR TS TR R EEA: BRIy HdsaR; EIRGHIL; Mg MmARP SRR, Kt
T B EACKP R, T RIR RIS 1 A i B, RO T AR G RAT R IRk
WA, e a R, fIERME, TAEERMRE, Rt 7 EEReSeE, [
B 3 2 PR T AR 2 B 2R

KIR: (EIEM

RATH:2017-05-31

o9&

http://agri. ckcest. cn/filel/M00/03/3B/Csgk0YdWARUANGfcAA72Xc3x7THE032. PDF
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