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1. HEBZEGAEY TR R SAMORFE H )2 F R a4

fRif: R R YR AR, BERICAITERTIAET, M2 2 M A dris s F A
VI G A, DU Clnrtgg s, MLLRS) WAEWE AE R AT Sk, —J71h,
MR R AL 2 YO S E A K KT L R, 51— J7 1, w5 Iy
B AR, WG 2 AR TP, AT B ) ) S 07 . DRI, DU RHE P55
BRI A KR E ST EEN r mE FFACERE IMORF (Multiple
organellar RNA editing factor) HHFIE T 201244, BMN1EN T H AR 2
WEAA, RT3 S0 Y S A 2% A FRNAZm B T A5 44 o ERL 7 Be AR 09T 58 BT pk 2R 52 401
BT Yt (230 A BTSN T . 77 AR &I, DUtk & o Ae 1 i
— MMEALBF——E IR T XA AL BPPOL (protoporphyrinogen IX oxidase 1) HAF S5
- AARNAZW SR BT DI RE, #8755 1 PPOLIE 1 55 MORF & (9 AH T AT FH i 4% RNAZ #5173 1Bl
i, FESHeF MR SO IR A VR AT T MORFOI) = 4E4htt . [ bR 245000 %1
K IIMORF 25 H AT 5 oA £ 3 FLAE S RNAZR 8 . ZRTM, MORFEE A 7EM SRR KA K &
LR S TR A ERIEATH A PR R A A 73X R I AN A o MR SR
P F AT T SRR EAL FI2AMORFER [ (MORF2FIMORFO)  IAEMI2-Thie, MELE| A
FeDR 43 ) R R R EA R T4 T B AR KOG K E 2 A — R AR R A,
[ s DU L AR P 40 O R 2R 52 B P EEL S . BT TR B ) AR S0 %5 5 T MORF2REHE 5
VYRR & g A% 1 — R A AL B AN 2 DR 7 AH AR F o B A8 B AE Ak S o) A )
S5 B, KIUMORF2HFIMORF9H A Hol dase i) 4T FEARE P, 123 P B T (R <7 IIMORF
boxZ5 a3k . B FLE—HIE B T MORF2FIMORFO F] A5 2 1 1 Ji7 -5t 2% 1R i 4R A I JR i POR
(protochlorophyllide oxidoreductase) HJAKMLNIZEEE, XFPORTE HAEFEY)IAN K IE
R AT EGE: P NMORF & A W] 8 BB S e 2 S I = SRR TS 1 o B e R
T ERARMORF 2R [ HH 24 70T FEAR R AR AR, A AT 1 MORFAERH 128 /5 1 42 DU ntk g A= 4 45 1k
WACHIHALE], 08 TMORFZIR Y- Di6e, I NBLRRE af A T B 2RI IA K B 1R
BETE M. 5H26H, MKW FURRAEL K FKAENew Phytologist o WFFE TARAS 3
FE SRR B K BRI RIS b B SR 45 E AR KRN i 2 5
W5

RIK: o ER B s T

KAREH A :2022-06-01
o9&

https://www. cas. cn/syky/202205/120220531 4836557. shtml

2. HERN K Z I 222 B FA 2R e 5 3R R A R RIS R s RS
BRI HL BBl

%ifr: #tH, Journal of Integrative Plant BiologyfEZk K3 T 5 &2 M AR IR R ZH.
Wi~ “The Jasmonate—Induced bHLH Gene S1JIG Functions in Terpene Biosynthesis
and Resistance to Insects and Fungus” FIBFFCIE L. M98 R I —bHLHE: 5% K1
SLJIGHE N IAME 55 SR B AZ O FE S R FMYC2 1 BEL B2 T U, 18I R TPSFHE [N i) R IA B S
5B JAREER, $Em 1 B E R R S R A P . mE R —Fh i Rk
T (C5) RFEEA B ITH R MR Z AU, S S0 BRI R B ) B
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RMIEERG . 284 M (Terpene Synthase, TPS) ZMEALEWIE R iR, Xk
G Bl e SR KT B A A i 2R B O AR I QBTSRRI A A0 1) 44 i)
SRR (A T S4B ATPS I MRk, ST H § L AE R T A 2K A R
(1) 37 5 DR 73 AN 52 B JARY 5 5 ERFRIE, DRI JATE S fr] b g o T 45 3 50 R ns 25 6 L A
BRI 50 RIS LI TGR] AR SR AT IR e (MeJA) FIKH &R JeimZlifs T, JFHIX
Fhifs SAE FHAE JARZ AR AR R jail 5 JAE 5l B %00 B i R RAG AR my c 2 1V 2R B
EIEK. ASEIRUE ST TIGRMYC2 () B 4% T liE. muBRS1ITIGREAC T B A TPSH: A ) R ik
HZ MR AR S &, RN FE S TADT B R 240, NG 5E 1 X e
4y S G| AR LR e B R R R B AR TR, AR T AN TS R
B RS R SR R 1 S1TIG, HARAMYC2I) B M 12 5 & it AL & W06 B0 i
JiR B AN B PUIE PA S o I T R RO K 2 T 22 B S AR A AR R SE .
P L AR e (LT Il R0l R e e 205 e AR D ke T 22 ek R 2
bl 25 B TAE) , PAK B AR R S R BOR 57 Bt 1 A 81 B0 e SO A 258 — 1k
H o IR EAR AR IR 2% e SO RIEREE . TP ER B AL R B IR K
BFTE 51 A RO R 2 R L A AR ARk B AR SR At 130 0 AR RL . AR M. 1%
WA E 7 EH R AAREEESHFUHE . [ E0E, BEEERESIEGHE, =T
B Mk K 2 A e 51 5 58 4 DL S AR 3 i AR P AR R T H SR . 18 SCRERE:
https://onlinelibrary. wiley. com/doi/abs/10. 1111/ jipb. 13248

SRIR: O KA 2 B

KAREHA:2022-04-20

o9&

http://yyxy. cau. edu. cn/art/2022/4/20/art 3226 854881. html

3. FERIWKRZEEZZRK N ZFNBRERRELS EEREER
BAO KR REE TR

WA T H, A E &K E Bk N 22 ] BAfEPlant Physiology K€ T N
“SPATULA and ALCATRAZ confer female sterility and fruit cavity via mediating
pistil development in cucumber” HIHFFIE S, 7~ T 8N bHLHES 5% K F-SPATULA
(SPT) FHALCATRAZ (ALC) Ft[RIZ 5 4Efs (L MmiliE K & L KoL B flva i FH B . A1
AR ST T A B NSO A =R B2, AR M T =BT, H
BN — I B PR A K R B e MESE N AL 4ETE (Transmitting Tract) ZE
R AN T RS SRS 40 B A Sk iz 16 B IR B o 3R A& Han I8 0 DA Skl [m) 5 55 i, e T
TERE AIEA %A%, AR AL A R R SR T 57 o AR HanieiE X 52 P — e A2 B 2 mm i
LEM, FENTRRRSEAEER, X FHAERREE K AR ER. %0
¢ 38 3 CRISPR-Cas 9k [] 4 45 150 A [ i 48 7] 3% JIRCsSPTANCSALCIE R 3R 1S [ Csspt Csalc
RURAR, 48 42 5F 53 B U RIFCsspt L RAFA , Csspt Ml S8 B PERFK 22 B £ U 11160%; Csspt
CsalcN5E M A, HMESEHLEASRYE, RGNS,  #— Do 7RI R
B ARSI R B S CosptMERE ALHIEIE R SRANER (MR &
EURPEC:  Csspt CsalcMTEMaM ) HETHAAEA SRR ED (AL —KE
SRR ED WA TR AR R AU ek o DRI, AR IR TE (1) 52 FH/ R B T A
K3k AR BAE R O/ JOVEAE MESE N A, B IE R T B PR (Csspt) /322R
(Csspt Csalc) o [AllF, XURARKRCsspt Csalcltr A% A H R B 40 5wtk s
TR LA I AH M AR AR A B, B SR SR B (2 43 B T P2 AR B s i) o 3 4hs
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s 1 A B 2 5 40 B BE A RN AR K R AT 5 I AR 1) 3 DR XS AR AR 1B L T 1) e
TR Sk kA AL, BT 2 5L 5220 5 INO TRANSMITTING TRACT (NTT)
FIBRASSINOSTEROID ENHANCED EXPRESSION (BEE) 7E 3% JI L i) [R5 3L R B 32 3% il . E
b 5216 B CsSPTRICSALCHT AR H & KA b 2 Al R AR A HAE. 8 b, S RERT
CsSPTHICSALCHR 7] ke 5 88 T v A Sk T2 DA HESS P 34 E M 7 ab s (1) R 8, A4
FF TR TCIRIE 1 & P A0 R R ML o H LMD R 22K /N 22 0% ] S BRI R 2408% DA K]
RIS 2= BE i B L 9 B3 i SO R RS AR, SRR LR R S —1E
FHo AMAAEERBARFEESTH . EXRESHZITRITE . iR A0 5 ik
% fe N o# W E S O% R % om H B OB OB . w3
https://doi. org/10. 1093/plphys/kiac158

SRIR: P E AR ML b 2B

AT B : 2022-04-08

LR

http://yyxy. cau. edu. cn/art/2022/4/8/art 3226 852904. html

4. PERNW AR EERE KUK H B\ IR R FVMAPK 34 IR IE A1 i
HREUFTER RN THLH

fBifr: 202241 H9H, The Plant CellfEZRKRFR T E AR K2 H 255 e M 5 R/ 4
b AE R [ S S S I0 E KUK #AR B AN “ Low temperature inhibits
anthocyanin accumulation in strawberry fruit by activating FvMAPK3-induced
phosphorylation of FvMYB10 and degradation of Chalcone Synthase 1” HIHFFTit
3o A AR UG BT S R FVMAPK 315 5 I FvMYB 1 OB IR Ak R £ /K I 5 BEFVCHS 1 4 fif o
AR RS PR E R AR R, A A MG . RS0 L R R Rt 7oA A
ik SN . RIEIA IR A FEE % (Fragaria sp. ) BIEGAR, M KKK
WHHE . EFRLFEFERLTHEEAR, WM BMEFRME. EFRNEME
FSEH — FR 81 45 1 35k R G A PR B A T 1, 7 /K B g CHALCONE SYNTHASE (CHS) 724
Y& g EE N IRERE . IR FUR I, S KelchZ5 IR AIF-box 1 (KFB) AISp
FCHSEZ mACHIREAR . BRAY& LIS, f4EMYB10/1/9 bHLH3. SnRK2. 6, MADS1/9
SEAEN BOIEIE R T2 S A R SRR E R R b, R2R3AUFVMYB10/FaMYB10
He R 7 O R W AR AR (F vesca) I\ ARRK A (F. X
ananassa) HSEAEH RGP RS IR, B H AT ATE 2 520 FyMYBLO%: s B0E I
P B b3 B A BA B FvMYBLO G 4] 86 0 41 57 A 555 5545 5 3 B AR 15 48 T R AR R I 2 AR
il A BART IR 7030,  SNFLAHOC 8 H IBFFaSnRK2. 632 IR 1%, FFE s e R
SEPRIEFH R R . F14h, MAPKZRIB A 5 78 100 B F M1 il i SN2 A - 7 e o A 4 T 2 A
Fo TERIEETFH, SnRK2FIMAPKZR B A JE il FR AU AR ER , DL iB M iE . i Asi &
MR RIEDIRE, DA RMAPKZ I & 752 5 IR S A AR TR Pl S ) R 208 A R R 2R
AW FERCIRIFA L T AR R R S BT USRI, 4&deg; CEi10&deg; Chb
M RSP R R ARG H RO R FEC, IF B R e A plitad 2 ook
TR w5 B UK . FvCHS 1. FvCHIANFVMYB1OFRIA /K F B R B e 112 SR S 11
HRM RIS . BT O W5 B AE I UE AR A B SE I 45 R B R, FvMAPK3 5
FvSnRK2. 6 H.#% H.AF, FvSnRK2. 6 1] {8 FvMAPKS f B2 1k 7K “F- i A5 42 75« FvMAPK3 3% 14 72
4&deg; CALPE30min /5 K b, FEHA T 2 PR ma A IR e 1 NS 5 sy« Dhig
ST I, FoMAPK3 SRR AR RS, 16H RO B, AWE IR . FWYBL0. Bk
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A e 25 JE R FEFvMAPK 3 %4 3 (R B sizeb B R (1) o RIEAHE T AR 24 4E I 7E
FyMAPK 33 6 3 B serb BRI 0, T ZEFVMAPK3—crs & AR MR B serh BRI, 45448
L DR 45 SR 2R P VMAPK 32 IR IR A FAE T AR R AMHI T (s 1. #t—$ 5
TR B, FvCHSTAIFVMYB10[F B 5FvMAPK3 B4 . FyMAPK3 K| iy i ik P AP AL I 1E H &=
&R, — 7 T FvMKKA-FvMAPK3 25 Jc i izt 386 5 FvKFB 1) 3 I FvCHS 1 PR AR R M HIMIGIR T 6T
EIEWE K B —J7 HFvSnRK2. 6-FvMAPK3 FIFvMKK4-FvMAPK 3/ S b i i i e Ak A E
FH BEARFYMYBLO ) i s v vk, s #i i A S e T R AWM S . b4k, FvMAPK3 XY
FvMYB1OFR AL A 55 i 2 S AR AR vMYB 104 AR 5 S5 P 400 1) B 2 sk 35 » 1z R BRI
TIRE R IR R AR TIBEFTMNME. T RA R 7 E K E S KR
(2018YFD1000200) . [EZK HARFI#I 4 (31772284, 32072551) . 111+K) (B17043)
Aoh B Rk K 2E 2115 N A B E KB R R BB . R S BE
https://academic. oup. com/plcell/advance-article—abstract/doi/10. 1093/plcell
/koac006/6501456?redirectedFrom=ful ltext

SRIR: P E AR ML b 2B

KA :2022-01-11

LR

http://yyxy. cau. edu. cn/art/2022/1/11/art 3226 808010. html

> FRILK
1. Arabidopsis RNA processing body components LSM1 and DCPS
aid in the evasion of translational repression during Cauliflower

mosaic virus infection. (81 Fd FFRNANH T 4424 43 LSM1FIDCP5 4 Bh 18
BRSEAE P TR Yeid 72 o b g P . )

f#i 412 Viral infections impose extraordinary RNA stress, triggering cellular RNA surveillance
pathways such as RNA decapping, nonsense-mediated decay, and RNA silencing. Viruses
need to maneuver among these pathways to establish infection and succeed in producing high
amounts of viral proteins. Processing bodies (PBs) are integral to RNA triage in eukaryotic
cells, with several distinct RNA quality control pathways converging for selective RNA
regulation. In this study, we investigated the role of Arabidopsis thaliana PBs during
Cauliflower mosaic virus (CaMV) infection. We found that several PB components are
co-opted into viral factories that support virus multiplication. This pro-viral role was not
associated with RNA decay pathways but instead, we established that PB components are
helpers in viral RNA translation. While CaMV 1is normally resilient to RNA silencing,
dysfunctions in PB components expose the virus to this pathway, which is similar to previous
observations for transgenes. Transgenes, however, undergo RNA quality control-dependent
RNA degradation and transcriptional silencing, whereas CaMV RNA remains stable but
becomes translationally repressed through decreased ribosome association, revealing a
unique dependence among PBs, RNA silencing, and translational repression. Together, our
study shows that PB components are co-opted by the virus to maintain efficient translation, a

mechanism not associated with canonical PB functions.
SPE: The Plant Cell
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KA H#:2022-05-02
£/ 8
http://agri. ckcest. cn/filel/M00/03/34/Csgk0Yb—75qAI IRDACEww—UIXnw677. pdf

2. Breeding for Nutritional and Organoleptic Quality in Vegetable
Crops: The Case of Tomato and Cauliflower (ZRSEAEY)E F7 i AR
BEWEEM: RIS AHI)

f#i4: Due to novel and more demanding consumers’ requirements, breeding of vegetable
crops confronts new challenges to improve the nutritional level and overall appearance of
produce. Such objectives are not easy to achieve considering the complex genetic and
physiological bases. Overtime, plant breeders relied on a number of technologies and
methods to achieve ever changing targets. F1 hybrid seed production allowed the exploitation
of heterosis and facilitated the combination of resistance and other useful genes in a uniform
outperforming variety. Mutagenesis and tissue culture techniques permitted to induce novel
variation, overcome crossing barriers, and speed up the achievement of true-breeding lines.
Marker-assisted selection was one of the milestones in fastening selection, starting from the
early ’90s in almost all seed companies. Only recently, however, are novel omics tools and
genome editing being used as cutting-edge techniques to face old and new challenges in
vegetable crops, with the potential to increase the qualitative value of crop cultivation and
solve malnutrition in 10 billion people over the next 30 years. In this manuscript, the
evolution of breeding approaches in vegetable crops for quality is reviewed, reporting case
studies in tomato (Solanum lycopersicum L.) and cauliflower (Brassica oleracea var. botrytis
L.) as model systems for fleshy fruit and floral edible parts, respectively.

SRIR: Agriculture

RAG B #:2021-05-29

E9'8: 3

http://agri. ckcest. cn/filel/M00/10/06/Csgk0GKoP0GAemeCABTnKulr j1k694. pdf

3. Introduction of the Nicotiana protein kinase (NPK1) gene by
combining Agrobacterium -mediated transformation and recurrent
somatic embryogenesis to enhance salt tolerance in cauliflower (5| A\

NicotianaZg H (8 ( NPK1 ) ZH, BRI HEN AR R I4EH
JRPRRR R MRS &, B9 SEAE B 2 1)

f#i4: Cauliflower is exposed to various biotic and abiotic stresses, including increased
salinity due to the intensive irrigation of crops. Mitogen-activated protein kinase (MAPK)
cascades are universal signal transduction modules that play important roles in regulating
innate immune responses in plants. Based on involvement of tobacco MAP kinase kinase
kinase (NPK1) in stress response, the effect of the expression of NPK1 transgene to NaCl salt
stress tolerance in cauliflower KFRM4 lines was studied. The Agrobacterium
tumefaciens-mediated transformation protocol, using EHA101(pSHX004) vector harbouring
the NPK1 and phosphinothricin N-acetyltransferase (bar) genes, the cyclic somatic

ELEIN RERWVENVFRRS RSt :http: //agri. ckcest. cn/
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embryogenesis regeneration pathway, the application of acetosyringone (AS) during
co-cultivation and a delayed phosphinothricine (PPT) selection procedure provided sufficient
transformation efficiency of 7.33% without escapes. PCR analysis indicated the integration of
both NPK1 and bar transgenes in regenerated cauliflower lines. Transgenic cauliflower lines,
exposed to NaCl stress in vitro, showed higher growth rates, greater ability to retain
chlorophyll and carotenoids, and increased osmotic regulation capacity compared with
non-transformed control plants. The tolerance level of transformed lines correlated with the
level of NPK1 gene expression estimated by RT-qPCR, and the L2 line with the highest
NPK1 expression displayed the greatest tolerance to NaCl stress. None of the obtained
cauliflower transformed lines grown in greenhouses showed any morphological or yield
differences compared with non-transformed plants. Furthermore, the expression of the bar
gene facilitated the tolerance of transformed lines to the total herbicide PPT, applied at
concentrations 23 times higher than those routinely used for weed control in the crop field.
The results underlined that constitutively expressing NPK1 can significantly contribute to
enhanced salt stress tolerance in cauliflower, suggesting that this could be a promising basis
for the creation of new stress tolerance cruciferous vegetable lines.

SRY¥E: Plant Cell, Tissue and Organ Culture

KA H#:2020-10-15

ATCERE:

http://agri. ckcest. cn/file1/M00/03/34/Csgk0Yb—8IKAWz1DACF60pMfGaQ035. pdf

4. Cauliflower mosaic virus Tav protein induces leaf chlorosis in
transgenic tobacco through a host response to virulence function of

Tav (FERRSEIEH R B Tav R BB E EX TavE N DIBERI RN, S
AL AB %)

fHj4: To study the precise mechanisms underlying the chlorosis caused by plant viruses, we
previously established a synchronous experimental system using transgenic plants expressing
Cauliflower mosaic virus multifunctional protein, Tav (transactivator/viroplasmin), under the
control of an artificially inducible promoter. Shortly after the induction of Tav expression,
pathogenesis-related protein (PR) 1a gene expression is upregulated in the transgenic tobacco
lines, which show visible chlorosis within a week. The present study showed that the
expression of Tav also induces some salicylic acid (SA)- and ethylene-responsive PR genes.
In contrast to transiently expressed Tav, which suppressed Agrobacterium -induced and
SA-induced PR1a expression, the artificial induction of Tav from the transgene did not affect
SA-induced PR1a expression, rather it alone induced PR1a expression. In a deletion analysis,
chlorosis and PR1a induction function in transgenic tobacco were mapped to a region in Tav
that had been shown to have a role in pathogenesis in a susceptible host, elicitation of the
hypersensitive response in a resistant host, suppression of RNA silencing, and the
suppression of Tomato bushy stunt virus P19-mediated cell death in tobacco. The results
suggest that Tav-induced chlorosis results from a host response, which accompanies PR1a

induction, to pathogenic function of Tav.
SRIK: Journal of General Plant Pathology
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RATH#:2015-08-01
£/ 8
http://agri. ckcest. cn/filel/M00/03/34/Csgk0Yb—8tmAE2-0AC3K4TKtuho566. pdf

> fa%kE A
1. F)NEIEH S Ra/b%s A HCsPSITET SR H K B
B AR EIRAIT T 3T 6 44 FKa/b 4 & 8 [ CsPSIEPT IS5 Fh I N o 4
T CsPS1XR G IR (1) N2 9% % (Phytophthora melonis) RAHiHIIGE. T EKIA
CsPS1EER BES A B I B S P8 008 (R o I o0t B T S G i, 1717 76 38 I et o g
DUERCsPS 1 DRI DSt 25 I 56 922 9 )P 1k J00) R B S 9 55 » CsPSTFEPRIXT 38 I B RS
JREPE RS EEEENEN, BAZ N5
RIE: E M
KATEH#A:2021-08-24
o9&
http://agri. ckcest. cn/filel/M00/10/06/Csgk0GKoQ4mAF jfGAATST7E jbJc984. PDF

2. TN BBk FCsPLIFE P IR T 1 52

WA AR HEIRAFF T 5 SN 5B R CsPLITE BT RIS S FH » 453l /& CsPS1
XRG4 NI RS9 5 (Phy tophthora melonis) BAPURIIGEE. dERIACsPSIIEH A
AT IS I IO (R BP0 HE B R 0, T 76 380 I I B N T ERCsPS 1
DR DA 3 I~ I 2 Ao MR Ao RE B SR 55« CsPLIJER RN 38 L R NG TN HT %
EEAFEENER, BAT 2R RS

KIR: AE B

KA AR :2021-06-15

LR

http://agri. ckcest. cn/filel/M00/03/34/Csgk0Yb—9RKAINqUAAQOUL TCMA776. PDF

3. IR EEAREREAM T EREAR G

B A ISR AL 1 T A% B A AR e e e B EE A AR, P20 AR, 12 B A
PR & HMABY VIR B ISR R0 2 K7 71, FITIAMABY VIR B m] A RER Y5l &I 7H IR
/BN R, W, PrdIERAeKT AR e AISEQ ID NO. 1FR. AR B vl 131
BHHEARBAL, KI: MABYVEELEZH BRI 3E DL — B ve b = pikn, KB THR H AR &
Y AE B AR NAHS & SRR A B s Ak B e B B R A SRR AN 5, i Wl 52
TEPEE, B % AR YW A H R . AR B mT FH T8 T A% 36 095 5 250w Pk
FHOCHIE AL, 0] F T ISR T A% A s e 4 e, Rk T 20 #AH S I B0 L
HEAL TR ALER 10 5T

KIR: AE B

KA H#A:2021-03-16

o9&

http://agri. ckcest. cn/filel/M00/10/06/CsgkOGKoRRaAGQOHAAebkV5IF0A666. PDF
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