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1. ®ZAEPPRE ARIEKREIEN K B 2T PLHIHT 7T BUE 3Tt fe
B T H, AR MR AR TR AL AP TR AR 5 R A [ 5K A s
B W ARV Rl 5 ROR T 2R 48 S % AR AERIE 7T 57 A A AE [l B 0 44 27 AR 17
New Phytologist (IF2020=10.151, #211X) fELL KK TN “A cytosolic
pentatricopeptide repeat protein is essential for tapetal plastid development
by regulating OsGLKl transcript levels in rice” WIHFFIL . ZHFF #5757 PPR
A UL i i S R - mRNA R A, [RIINHR R 9008 2 AR R 5 5 9508 JE PCDAN %
IR R, HIKEEFF)HEH (pentatricopeptide repeat protein, PPR), EEEAL
TR ERG LA, 7EZ: 5 RNA S 57 5 TR 42 40 i 2% 225 R 3 i R S Th RE . SR
PPREE F /2 113 VR P20 A 2 L 5 R P 2 3k i ANV A o FRATTAIE 78 B 17 7K A b ) —/1MPPR
HH, OsCPPRIFETEM K EHIITIRE. 5 ARZHILEPPRE ML, 0sCPPRIZE AL T4Hi
Jir . N HOsCPPRIFZRIA S Z AR R B /i, AP IE4ET: (PCD) A%
K, SEERIREEK, Wk E MRS R iR, E0sCPPRIZKRIA
R, GBI B R B ANYERR I S R T OsGLK L 24 25 i T B AR T .
A1, FERNA G2 HLUTUE FIRNA LK REIRE BT S 46 (1 485 R W], 0sCPPR150sGLKT mRNA ) £
BEIX IR & . HRLM-5"  RACEANRNAAG E 1546 1 — 0 R W 0sCPPR1AE 4 A#0sGLK1 mRNA.
EAFE SR, MPROsGLK L3 [ (1) 354 BEMS 48 73 Pk 52 0s CPPR 1L RE D] Wi B M MR I 164 B 12
T 0sGLK 13 [R idh 2 1k F ik th e B HY 5 0sCPPR 12 [R] il B RELAR AR PRI B A4 A 8 S AN %
JEREMRIEIR . 5 E, FRATRIRE T W 0sCPPR LIl 1 B 4821 15 0sGLK 1 mRNAFKI F&A%E, A T2
K RG24 TR AR K B Ak H 2 1IPCD-S Pt 72
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2. BFRAW/ AR FHEEHESRERAIBREREKEENERE
2T L

%ifr: 3H21H, Journal of Genetics and Genomics (IF5Y2020: 5.223) fFZkA KT
ik “0sLTP47 may function in a lipid transfer relay essential for pollen wall
development in rice”  (https://doi.org/10.1016/]j. jgg. 2022. 03. 003) HIWF 7T
3o MR T — MO BE R E 7 B U R R E OsLTPATIE 1 i Jot A% 128 4 ) 4%
IKFEACH BE R B 170 70U, 58 7 3RA TS R B st A AEAR R BETE B R 1 1R 4 F 1
WAL PR BENTER St T VIBEAAL S DR e B, A A REENT 1 %052 T & AP 1)
JHhi8 o IKFELEHD BE R B I RE 7R EAE R B 23 1) IR A O is $i . H T ek e 7 &
KT P 28 XS 5838, (B3 S AR BEAL 7)1 S A2 i I 2% T AN 56 3 o i Fe i
i 126 5 60& gamma ; 5 LR FEAL AL SRATF — DN EETEA T /KRS RARR, AR5 HI ] B 5o b
DIfe SR AT Re BANE FBL, UESE—MEUE Jia i 4 ia 1 B Rl OsLTPAT & 45 i R AL R
R H bR o8I A E S AR SR B2 & S8, KINOSLTPATwbS i 8 2 — 4
TEALT BB Mg B st E . 3 — 2B ) B BRSO SZ HOR FIPull-down i R, KB
OsLTPAT 5 5 Ab—AN T8 AL T 18 24 25 B 2 40 0 o M 980G 2 -5 /) 7 B[] /)N i A ) g o e
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BEHOsCOREME HAE . #:345, W BT GC-FIDFIGC-MSH AN & 16 245 ig i il 7, A B0
RN AR EL . f&E, AR, KIHE T B AR, os1tpdTRAE
PREITER EE R B AL B BB G . 25 BT, 2R TN EAL B IR T e
HOsLTPATHI0sCO A] fig LA /5 77 s A8 A e 4 BE2H 73 BIAE A SR BE R 2L, D 5e %
ek BEL 7 IS 25 JR A T B R R
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3. TRBINERKRER 785 x5 s 2 P R L

M T H, o ER R B A PR BT R v 1 5 e R BT [ A R BUET [ AP2
FIGE R T0sSAEL, JHE T HAR/KREM 707 R I 2 M 1 20 i 4%, s & i #h
ELAE RGBT S AR PR T R YR . M R KR T (WA (Plant
Physiology) ) . TIEEGREEMIED &1 —FEENIEAEDER T, ZRIE
VIR BRI —. ShaMsEMAERKR S, BIREAER, EYEM7E, W
BAEY R, FKFEXS ShE OB, JCIAEST R ARG, s e B S8 K
KA R CAMARY, EYBENER (ABAD S5MNE e, @idH(E
SRR TR 5. Bk, B HIE R, BT KRR B N YRR R 1)
TN, RS mE S S E o R KRR A R B . AFARAEK
FEP%E T — AP R R #E 5 R T-0sSAEL, BFFT K IN, OsSAEI I PR Fi B AE Bk (1) 1
B & FEIR, B A AN i AR K R ABA R BB M B B, 4 AT 2R PEBR AR, 170sSAET
T R AR U B R % SR A SR R . AR N R AN SZIR S, 0sSAELREWS B2
5 ABME 5112 b 3L R 0sABIS I 8 Bl FAH 45 & FE A iZ L K 3R IE, (gt /K R
TR R S K FES 1 B 5 o X AR N T 0sSAE1 S 5K ARG R 11 K S 2k PR
FEETALE, A Bh T 7E/KFEm 35 B R e & IR -

KR P E RO R B A A B
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http://agri. ckcest. cn/filel/M00/03/28/Csgk0YaS4SeAMSd7AANmFw6BNaY684. pdf

T FRIHK
1. ldentification of Heterotic Groups and Patterns Based on
Genotypic and Phenotypic Characteristics Among Rice Accessions of
Diverse Origins (FT-/ R RIF KRG AR} K BRI R BURFAE Y Ze PR
Far IR )
A Identification of the right parental combinations to maximize heterosis is the major
goal of hybrid breeding, which could be achieved through identification of heterotic groups.
The main objective of this study was to identify promising heterotic groups for future rice
breeding programs. A collection of 359 rice genotypes of diverse origins of China and abroad,
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composed of inbreds, maintainers, restorers, and temperature-sensitive genic male sterile
(TGMS) lines were genotyped using 10K SNP chips. The SNP data set was subjected to
genomic analyses for estimation of genetic divergence and diversity. Significant variations
were observed in the germplasm with the identification of six different genetic groups. These
lines were assigned to the genetic groups independent of their origin. Taking an account of
commercially used heterotic groups present in each cluster, three cytoplasmic male sterile
(CMS) lines and 14 inbred and restorer lines with moderate to high genetic distances selected
from five heterotic patterns were crossed and obtained 42 F-1 hybrids. A total of 14 hybrids
were found with significant maximum mid- and better-parent heterosis, namely, TaifengA x
Guangl22, TaifengA x Wushansimiao, and TaifengA x Minghui63 for earliness; Guang8A x
Huazhan for dwarf stature; and Guang8A x Huanghuzhan-1, TaifengA X Yuexiangzhan,
Guang8A x Minhui3301, TianfengA x Guangl22, Guang8A x Yahui2115, TianfengA x
Huanghuazhan, TianfengA x Minghui63, TianfengA x Minhui3301, TaifengA x Gui99, and
Guang8A x Yuenongsimiao for yield and yield-related traits. Mid-parent and better-parent
heterotic F1 hybrids were in positive correlation with the genetic distances as that manifested
by commercially used heterotic groups, encouraging the use of genotypic data for
identification of heterotic groups. Our study provides an informative strategy for the
development of early maturing, lodging resistant and high-yielding commercial hybrids and
cultivars in future heterosis breeding programs.

Sk¥E: FRONTIERS IN GENETICS

RATH#:2022-03-03

AR

http://agri. ckcest. cn/filel/M00/0F/FA/Csgk0GI8GBiAJqUrACLQZMwXL5Y265. pdf

2. Solar radiation-use characteristics of indica_japonica hybrid rice
(Oryza sativa L.) in the late season in southeast China (F< B X HlAE
Z:AEHE (Oryza sativa L. ) BEZKPHIESF) P RAE)

4. New indica and japonica hybrid rice cultivars, such as the Yongyou series, provide
farmers with very high yield potential. However, information on their canopy light capture
and solar radiation use efficiency in the late season is limited. Field experiments were
performed to compare the radiation-use parameters of four rice types: indica rice (IR), inbred
japonica rice (IJR), hybrid japonica rice (HJR), and hybrid indica/japonica rice (HIJR), from
2016 to 2018 during the late season in Hangzhou, China. The grain yield, aboveground
biomass, intercepted solar radiation (SI), and radiation-use efficiency (RUE) of the HIJR
were on average respectively 13.4%-53.4%, 14.3%-30.6%, 7.6%-21.4%, and 8.2%-14.9%
higher than those of the HIR, IUR, and IR. The leaf area index (LAI) of the HIJR was
18.2%-57.0% greater than that of the IJR and HJR at four growth stages, resulting in
respectively 17.8%-38.5% and 10.7%-42.8% greater canopy light interception rates (LIR)
and amount of intercepted solar radiation during the vegetative stage. The prolonged
grain-filling stage also led to respectively 33.9%-52.6% and 30.5%-51.4% increases in
amounts of incident and intercepted radiation for the HIJR relative to the IR during grain
filling. These results indicate that the SI superiority of the HIJR was caused by canopy
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closure as rapid as that of the IR during the vegetative stage (greater LAI and canopy LIR
during the growing season) and a grain-filling stage as long as that of the HJR. For
grain-filling stage, differences in leaf P-n between HIJR, IR, and IJR were not significant,
suggesting that the greater RUE of the HIJR (12.7%-52.8% higher) than that of the other rice
types resulted from improved canopy architecture after flowering (FL). Principal components
analysis (PCA) revealed that the superiority of the HIJR in terms of solar radiation use
resulted from the greater canopy light capture capability of IR and the prolonged growth
period (especially during grain filling) of japonica rice in the late growing season. (C) 2020
Crop Science Society of China and Institute of Crop Science, CAAS. Production and hosting
by Elsevier B.V. on behalf of KeAi Communications Co., Ltd.
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