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1. rFHEYEEP OB RKERNREET SR

B s AEREAFEARRR OB T TR & e 2 — KR EZE A, Jol, SR eI
FLC, oK. N R EIEY T K 3% 8%/ 47 = . FEWITE S mi K
Wit S TORRI RO L] . — D7, AT Lok AR RN kAR S S
X TR S A IERREE ST, IWI4ERR 8 N ARS8 LASRAR mril e it (anTT1) (L et
al., 2015) ; H—J7MH, fEYWAT L@ “ DA sh” 70, E S8, Eb
Wil %, ZEHRF IR B AR BRYE Bl , J EL7E #0845 o 5 R B DASRE i A TR I AR A7
RE 77 IS TF B, FRIRIN SR 0 B AL S I LR T IR TS, ST
Wi R A o KA L S GER A — B AE KR & A e i S A T 7T A
{E2 FLAE S AT 52 1 70 T HL 5 THHE ARG IR T s B 55BN —E M, ER(E
Sk IR kS E RN, (BREE 5 AR RS SR I N R, JH R
AR, B RTEEA SRR B ARAL R AR AR 7 N A B R A2 B
J Uz E, ABRHERMERERUR,  JUH 2 A7 5 i PS5 5 2 MDA < IO A7 s pk it BE K
RAE20155F AL v 7 KRG BIPTARIQTLAL S TTL, 15 H, EFRFEER TR 5
R BT L I T GRS B A A 43 B v B T KRR HUARQTL TT2, AH M 70 R BATT2
controls rice thermotolerance through SCTl-dependent alteration of wax
biosynthesis HfiifENature Plants k£ . ZEER THECEA. HES . HHA
AR 7)1 2 T P KR i R 42 B A% « T 78 A BAJE O 1 )38t % 2% 07 vk DOKFa i #Avist A%
BRREN T D] T TT2, HYiY— NG H&gamma; W35, - H 97w i 12 7K FE AR H0k 5
PR RERIR I TT2AFAE—ANSNP, [ Hgm i — MR R &L TR H L RIS 98 A 44
PE, TIAE SR U IR R RE 1SN &7 EERAK . FEAINE T, AECT XTI, 457
i FA AT A5 R A0 5 2 PR RNTL-TT2HPS 32 17 HH Bty 26 il 35 4 1, I HL szt () SR v ™= 2t
W, WEIRIAS4. 7%, RUNZIER G STELN A = B EBEMNHMME. #E—2
BRI, TT2HIThREG TG, sema A ME 5 rss s AQEE S, 78 S iR BUR T PR &R
I A DG T 45 2 R SR B HE IR R 2 3SR IR B S, AR BT INTIL-TT2HPS 32
PRER A, A58 b o7 25k R ) 52 30t A 97 R HLAS e SRk ey, Hoh g — AN IR 1m) i
P 5 B P B B S IR T 0sWR2 . FEPTFAHINIL-TT2HPS 324k & i SR 0sWR2, & H0FL it
R R O, UE BATE R 8 T G R I R R S T KR AR B O E L
N TP EAITT2 50sWR2FRIE KPR R R, BFFN Sl I X 0sWR2 37 )5 8 7 1)
M, RILT — ARSI T (CAMTA) H45& 7ei:061-11ke motif, JfiEit
YR LT, 3N T AN KFERICAMTAZ R R 01, Fdm 44 NSCTIAMISCT2; i — 2 SLG ik B
SCT1H] LA B 445 & 0sWR2H S 311, BEMA0sWR2 (K 261k , 3 HL A7 iy 4% K A i i 4k . SCT1
WE I Z (Cal) Z5Ahrms, T LUR S5 CaMif) AR RSN N E 5. G
EEZ R Z RIE S SAEY S5 8% (WRGAL)  (Ma et al., 2015) , %
FABUESE T TT20 TN RE R £ S EAGE SIS 50055 . MIEW IREMTI2AATER, &k
S5 FEE 5 AR AT M AR B R, SR B S B 2 CaliEk A, R CaM
5SCTI HAE, MITINaRCaMAT T-SCT 1% sy VAN, fe 2 S B0sWR2AE mild 26 1 R &
IR EE T, SRR I IR A TCIEHE R, RO IABUR R . MTT2 D RE B R
i, A SIS SRS, BEMES 7 SCTI 5 CaMif EAE, P& T CaMit-F-SCT 144 3¢k
M, BRRYERF T OsWR2TE iR il N A IE W R e s i & &, 2 PTG
B, 2 ERR, R E IR R GHIEGCE AR 4515 5% 5 A MaD . b e A e B
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FIER, BT — 2 BIHE T AE B0 R  A B AR A B R B, 1B RS AT T A
A CFNRE N IR B TR R AR B R BTER S S Y AR A, 2
VPSS E LR . TT2R — I EVI B M2 S R B2 R, R RAEYIE Bh
Gy F BT B S E A B A o R A E R

RIR:  h ERER TR ST O

RATHBI:2022-01-11

E-9'&:3F

https://www. cas. cn/syky/202201/t20220107 4821152. shtml

2. B RN RZAY) R B B FAE RRIR/E VIR B TR M AE M) B AR T R
HAALAL T THES W U R

e A, AV S YRR A AR 5 R B R, SRR B 8% 2
R, PLAEMBUREAL T Z SO0, 3R—IEEVIRAT = s G s A B B . AH
e WF KRR > A BL“ Down-regulation of OsMYB103L distinctively alters
beta—1, 4-glucan polymerization and cellulose microfibers assembly for enhanced
biomass enzymatic saccharification in rice” Fl “Double integrating XYL2 into
engineered Saccharomyces cerevisiae strains for consistently enhanced
bioethanol production by effective xylose and hexose co—consumption of
steam—exploded lignocellulose in bioenergy crops” N, KT EPFRAY)EEIEAT
W4 FIBiotechnology for BiofuelsflRenewable Energy. {E¥IFEFFAEY) 5 2 4% E
R RIS A BEIR, S EYAL, W] DARDNE KSR A MR A S A Ak . SR,
AT RIS TR D AR R , A2 20 A TR AR BT R R TR I BEACRE R FH = PR P 52
Wi, H HTVEVIRSFT (R e AR A AE AR 51 RCRAREE ) i 2R R B ) a7
Ham 2SS MBS R A1 5T B g WE AL IR O BERR ) PR 3R, Il e I R B, et
TSCRE £ A 2R 1) 65 A R P A AR R X — I ) R 1 o 5 R 5043 TR 2 o 6 5 /K A e A
RAAK (0sfc9/myb103) , KL T HZRILL 43K A B i K T-0sMYB103L, 235 %
LT R S5 TR BN IR G T, UL A R TRET 22 (9K 5 o R EARE AT 2 AN Tl b 3
Jo, ARFEF4ER BRI ACR BB IR 10% & 28%. Ak, RNA-seqMlIDAP —seqZ
KU, OsMYBLO3LW] Aeif i 4% 47 4k 3 S BT LT 2 HBAH ORI N, N A 4ER AR
BRI FPUTAR o B SN A 4E 2 A W08 O e s P 3R 04 1 R, AT AT Re TR ER)
A 2 RIS AT ISR G R o A% SR BRI I BE A AR A RE MR, ACHE HOAT ROM F BN
AT 5 AE AW 57 v AR e) . H AT, A I U o R BRI BE AR EAC TR A2 )7
e 7 RE AR, A G4 R IR A 4 SR B XYL L (XR) AUACHHE 15 i SUBFXYL2 (XDH)
B, AHHTAKERE WA R, BN N A SR A, E 2 R I R AN R
G208, CBErTER. EHEHBNEE IR IE S IE KRG B ERXDHAXR, AR A S
PRAIXDH/ XRG4 L, 22 S PR P % B v 25O FACHE A2 7= CBE H I o AE Tl ARIPI 9% BESF7
SR DR Rl A B SRIA XYL LRIXYL2 [ S 2H B MRSF7-F 3, W LAVHAEOS%ANE . 7E=H 2
W PRSFT-Ft3id FRIAXYL2, WFIRpEtm /N . FORREFT AT B AR, A=) 21
PR L 1% 42% . 2OV RE TR = ORI - AHE SR A 7 g, 3R 200 5k
WL o AR Rl A HOR 27 B BV B N R SO a5 B W I L Ak ] S 1
1+ NBiotechnology for BiofuelsZ4&E X E I HL R ZE —1E% , 1 L AE /184 ARenewable
energy & G FH —AEE . IR, BFREIBERREALELLAMN 6T s S A I 40 f B 2R
EWHiAR (Biotechnology for Biofuels, 2017) . £F4EZREEMIE Mk K 5k Z B
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BEAHLEE (Green Chemistry, 2018)  AKRFLF4E R SRR S m A BEMENLE] (Green
Chemistry, 2019; BioResources, 2019) . H& &5 4R HAEMFSF TG E AL AN 4T
W TR R B P A 8 4% (Carbohydrate Polymers, 2018; Industrial Crops
and Products, 2020; Biochemical Engineering Journal, 2021) ZEJ7THEE T &%
et

RIF: BRI R E AR 2 B

RATHHI:2021-12-31

R

http://news. hzau. edu. cn/2021/1231/62422. shtml

3. WINEESMREREZE &S 750 E R

A TR T E [ 2R i D A o B A Ve, ks T AR A= e Je S e Ao
it — AR AR SR AL AR JE I AL, Fp A0 [ B ISR 7 1 [ B A S A,
TR PR R B A BN T A RIAT S 0 A S R R R R BRI R IR R R R AR
FERCAS, T SR SE PR AU R P R AR, T, FRAR I 2 A B sk 2 AT AR
HH 8 ] A R 98 2 JTORR 28 A S R SR S Wt O T BT IR A% I 28, e T R 510 i S P
Fo BRI 4% 5 B P20 o Bl SR a0 i AN PR AR K = /MR BUPEIR , #8578 T CsBRCL
5 DRI I 0 ) A K 23 B A IR CsPINS A 375 e Sk A 1 8 42 B IV Bl R K % 8 I 3 L
fils KIL T CsTVPAICSHANTR 2 58 TN Fr TAR (1) B DR I 28 5 13 B T CsLEY ANCs TRLA2 i 35 )
HIR/TBRAEKIE NI, NEAE b5z AR S 13 I B A ft iR ik is
LR . B AMUL b 0T T B 7 s B WL AT . g R, R PR ER
B VUSRS TR, R T MADS-box % 3 Rl F- CsFULLAE AR A AR R B T
— /N BRI S8 A CsFUL 1A, CsFULTAJE T #IHICsSUPHIZE K B i BE R CsPIN/ THIFR 1K K it
[ B 1288 7 R GIRR AR S EE FICsTBH, CsTS1IE 1 Bt B ik 122 5 R T A%
(RFENLEL; PR T 40 M 2 2L AN BB 5 2 P [ R 2 3 I 7 s AR e Tk, 33
CSLTREETE RS R %€ T T CsGID1ay CsSPLAICSWOX 142 3 b = R
B AR RS B 7 FAE I RLE]: DL CsCLV3IE % O = 50 H AR F AL 2%, Ak
R RT3 NG @ AL Bl AR 10 e 1 PA DLEE — B8 THAE & 7EPNAS . Plant
Cell. PLoS Biol ZESCIHAH kR C50RH, Mi{ECurr Opin Plant Biol MlHortic
Res I T #85 & INHF 7T 2538 , I 90 B N 16 20204F Hh [F 4 b+ K RHE #E J# , Plant Cell 2
BB (2019) PAKEST s#sliesr (285) o JET 3 IORREL K S0 i S5 ek K] ) A= 2
DhRefitr, FHk 7okl R F98. RESE S Firid, 38 THeReL, 22, 256% %
BB TOHT S, A2 31 F20 1245 1201 64E 38 11 448 S AL s T VBB il A el (%) 52,
FOAE AR | 0] R S A A KM 5 BB S A R TR S o T BA SR XA
HERLESII. EHR EREAE S E AR G20 E PR A E 410, ol
i Ol B AT AR . H ] [l 252 2 A e 2R 22 55 2 o

SRE: b AR K2 2B

RATHBE:2021-11-01

Eo0'8: 30

http://news. cau. edu. cn/art/2021/11/1/art 8769 794151. html
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> F R
1. RLB (RICE LATERAL BRANCH) recruits PRC2-mediated
H3K27 tri-methylation on OsCKX4 to regulate lateral
branching (RLB GKFEMIE: ) #E0sCKX4_ 3B ZFEPRC2A - F HIHIK27T =
SR )

/. Lateral branches such as shoot and panicle are determining factors and target traits for
rice (Oryza sativa L.) yield improve?ment. Cytokinin promotes rice lateral branching;
however, the mechanism underlying the fine-tuning of cytokinin homeo?stasis in rice
branching remains largely unknown. Here, we report the map-based cloning of RICE
LATERAL BRANCH (RLB) encoding a nuclear-localized, KNOX-type homeobox protein
from a rice cytokinin-deficient mutant showing more tillers, sparser panicles, defected floret
morphology as well as attenuated shoot regeneration from callus. RLB directly binds to the
promoter and represses the transcription of OsCKX4, a cytokinin oxidase gene with high
abundance in panicle branch mer?istem. OsCKX4 over-expression lines phenocopied rlb,
which showed upregulated OsCKX4 levels. Meanwhile, RLB physically binds to Polycomb
pressive complex 2 (PRC2) components OSEMF2b and co-localized with H3K27me3, a
suppressing histone modification mediated by PRC2, in the OsCKX4 promoter. We proposed
that RLB recruits PRC2 to the OsCKX4 promoter to epigenetically repress its transcription,
which suppresses the catabolism of cytokinin, thereby promoting rice lateral branching.
Moreover, antisense inhibition of OsCKX4 under the LOG promoter successfully increased
panicle size and spikelet number per plant without affecting other major agronomic traits.
This study provides insight into cytokinin homeostasis, lateral branching in plants, and also
promising target genes for rice genetic improvement.

3¥E: plant physiology

BEmREF: 8.340/Q1

RATH#:2021-11-03

AR
http://agri. ckcest. cn/filel/M00/0F/F0/CsgkOGHpDhCAL21MAB7GzWr JaVs378. pdf

2. Regulation of nucellar embryony, a mode of sporophytic apomixis
in Citrus resembling somatic embryogenesis (G444 i FEAG /& 4 K
MR AT o R B A FE AR TR O R iR B TR )

4. Apomixis, is an asexual mode of seed formation resulting in genetically identical or
clonal seed with a maternal genotype. Apomixis has not been reported in seed crops where its
flexible application in plant breeding could accelerate delivery of new varieties. By contrast,
a sporophytic form of apomixis termed nucellar or adventitious embryony is common in the
Rutaceae containing Citrus crop species. Here, multiple embryos develop from the maternal,
somatic, nucellar cells of the ovule. They are incorporated into the enlarging embryo sac
containing the sexually derived zygotic embryo and endosperm, which are products of double
fertilization. Recent research has provided insights to the molecular basis for nucellar

EXHR RERLEWHRRS RS http: //agri. ckcest. cn/
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embryony. Here, we review the current understanding of the initiation, genetic basis and
evolution of nucellar embryony in Citrus, and discuss prospects for future study and breeding
applications of Citrus sporophytic apomixis.

XJK: Current Opinion in Plant Biology

FmEF: 7.834/Q1

RATHHI:2021-02-01

E-9'&:3F

http://agri. ckcest. cn/filel/M00/03/1E/CsgkOWHpD52AHP9uABOCYREMpcg767. pdf

3. The structural characteristics and the substrate recognition
properties of RNase ZS1 (B3t Y rnase zslHISEHRFEREYIR T
PERE)

4 TMS5 encodes an RNase ZS1 protein that can process ubiquitin-60S ribosomal protein
L40 family (UbL40) mRNAs to regulate thermo-sensitive genic male sterility in rice. Despite
the importance of this protein, the structural characteristics and substrate recognition
properties of RNase ZS1 remain unclear. Here, we found that the variations in several
conservative amino acids alter the activation of RNase ZS1, and its recognition of RNA
substrates depends on the structure of RNA. RNase ZS1 acts as a homodimer. The conserved
amino acids in or adjacent to enzyme center play a critical role in the enzyme activity of
RNase ZS1 and the conserved amino acids that far from active center have little impact on its
enzyme activity. The cleavage efficiency of RNase ZS1 for pre-tRNA-MetCAU35 and
UbL401 mRNA with cloverleaf-like structure was higher than that of pre-tRNA-AspAUC9
and UbL404 mRNA with imperfect cloverleaf-like structure. This difference implies that the
enzyme activity of RNase ZS1 depends on the cloverleaf-like structure of the RNA.
Furthermore, the RNase ZS1 activity was not inhibited by the 5’ leader sequence and 3 CCA
motif of pre-tRNA. These findings provide new insights for studying the cleavage
characteristics and substrate recognition properties of RNase ZS.

KJE: Plant Physiology and Biochemistry

EmEF: 4.270/Q1

RATH#:2021-01-01

E-0'8:: 3}

http://agri. ckcest. cn/filel/M00/03/1E/CsgkOWHpDw6AbS5 jwAIwg jGx6ZMY142. pdf

4. SSR loci survey of technical hemp cultivars: The optimization of a
cost-effective analyses to study genetic variability CKBRBHS S FSSR
ALRRE: PHRBEERRNARE S i)

4. Our study aimed to optimize a selection of a suitable combination of SSRs (Simple
Sequence Repeats) for determination of technical Cannabis cultivars and genetic variability
level. We used sequences of 23 published SSR families (107 alleles) and amplified them in
28 cultivars. One of the alleles possesses no selective information (SSR family CAN1660)
due to its presence in every single tested cultivar. We excluded it, together with another 11
least informative alleles. After data filtration, we used 96 alleles to do recursive sub-sampling

EXHR RERLEWHRRS RS http: //agri. ckcest. cn/
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of random alleles' sets. We found a minimal set of 8 alleles (in three different combinations)
to distinguish 28 analyzed cultivars from each other. Our results contribute to saving
resources and to reduce the performance time of the molecular analysis.

3KJE: Plant Science

R 4.729/Q2

RA H I :2020-09-01

E-9'&:3F

http://agri. ckcest. cn/filel/M00/03/1E/CsgkOWHpEMSAEYRZAEJ1KSE1VTc832. pdf

5. Cloning plants by seeds: Inheritance models and candidate genes
to increase fundamental knowledge for engineering apomixis in

sexual crops GBI FhFIeREEY): BABRIAFEEER DAY inE HAE
YITCRE A AR 7 TR B R ER)

%i4T: Apomixis is desirable in agriculture as a reproductive strategy for cloning plants by
seeds. Because embryos derive from the parthenogenic development of apomeiotic egg cells,
apomixis excludes fertilization in addition to meiotic segregation and recombination,
resulting in offspring that are exact replicas of the parent. Introgression of apomixis from
wild relatives to crop species and transformation of sexual genotypes into apomictically
reproducing ones are long-held goals of plant breeding. In fact, it is generally accepted that
the introduction of apomixis into agronomically important crops will have revolutionary
implications for agriculture. This review deals with the current genetic and molecular
findings that have been collected from model species to elucidate the mechanisms of
apomeiosis, parthenogenesis and apomixis as a whole. Our goal is to critically determine
whether biotechnology can combine key genes known to control the expression of the
processes miming the main components of apomixis in plants. Two natural apomicts, as the
eudicot Hypericum perforatum L. (St. John's wort) and the monocot Paspalum spp.
(crowngrass), and the sexual model species Arabidopsis thaliana are ideally suited for such
investigations at the genomic and biotechnological levels. Some novel views and original
concepts have been faced on this review, including (i) the parallel between Y-chromosome
and apomixis-bearing chromosome (e.g., comparative genomic analyses revealed common
features as repression of recombination events, accumulation of transposable elements and
degeneration of genes) from the most primitive (Hypericum-type) to the most advanced
(Paspalum-type) in evolutionary terms, and (ii) the link between apomixis and gene-specific
silencing mechanisms (i.e., likely based on chromatin remodelling factors), with merging
lines of evidence regarding the role of auxin in cell fate specification of embryo sac and egg
cell development in Arabidopsis. The production of engineered plants exhibiting
apomictic-like phenotypes is critically reviewed and discussed.

S¥E: Journal of Biotechnology

FmEF: 3.307/Q2

AR B : 2012-06-30

SR

http://agri. ckcest. cn/filel/M00/0F/F0/Csgk0GHpD7aAEQPyAB2Snb21Nsg853. pdf
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FRY1T33EAT 8 s A, K EB90M T AR A NN R, 51 T3 B AR A N AR TN
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SRIR: A
KA H#:2021-07-20

o9& 2%
http://agri. ckcest. cn/filel/M00/0F/F0/CsgkOGHpEhWAF1cNAAwfOvg—1A4469. PDF

2. —FAERBER A RN

B AR IRV G, BARYS R — PP T4 R R AR S N o BT I A 4 2
B AR AR T EF AR, S 444U & ICBDEE M R AL T 8, B fa S8R 1
BB RN T I AR, BT ERABIMEARBIR . AR PR AL 4T 48 K5
AT T3 R T 0 AT, #EpH 4. 0-8. 5N R, RBLF: BRETE, X
USRI AAN s AT KT, AN, RSBV, ERE; HAH [RIEE S (0 4T 4 K i o8
AR ORI T B AR, BERKITL A, R mAB e .

KIE: G5

KA B 2020-11-27

R

http://agri. ckcest. cn/filel/M00/0F/F0/CsgkOGHpEUWADLpWAA jMMpWc0—0768. PDF
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